
Supplementary Figure 18 Manhattan plot for the interaction locus for C-reactive protein

using single-variant interaction tests on imputed variants. Shown is the Manhattan plot for
C-reactive protein using single-variant interaction tests applied to common variants (MAF> 0.5%) on
imputed data. Vertical grey lines indicate the 100kb region with significant genotype-sex interaction
(FWER=10%) detected using iSet. Non-imputed typed variants are highlighted in red, showing that for
this locus imputation strategies did not increase the power of single-variant methods.
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Supplementary Figure 19 The interaction for C-Reactive protein on chromosome 1 is a

male-specific e↵ect. (a) Local Manhattan plot (1Mb around significant region) for single-variant
association tests, either considering males (black) or females (pink). For comparison, shown are also the
P values from the iSet (red), mtSet (green) and stSet (grey). (b) C-Reactive protein level stratified by
di↵erent alleles of rs4660378 (lead SNP identified in the analysis using male individuals only). Rho in
the caption correspond to the Spearman rank correlation coe�cient and the corresponding P value, both
for male and female individuals.
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