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	S2 Table. Table of yeast strains.

	FW1511
	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG,  
MAT, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, 

	FW1976
	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, IME1::pIME1-LacZ::HIS3 
MAT ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1 

	FW2437
	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, sch9::NatMX 
MAT ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, sch9::NatMX

	FW1966

	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, tco89::HIS3MX
MAT ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, tco89::HIS3MX

	FW1770
	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, pet100::KanMX6 
MAT ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, pet100::KanMX6

	FW2154
	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, tco89::HIS3MX, IME1::pIME1-LacZ::HIS3 
MAT ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, tco89::HIS3MX

	FW2164
	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, gtr1::NatMX, IME1::pIME1-LacZ::HIS3 
MAT ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, gtr1::NatMX

	FW2162
	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, tor1::NatMX, IME1::pIME1-LacZ::HIS3 
MAT ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, tor1::NatMX

	FW2403
	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, tco89::HIS3MX, ime1::IME1-3xV5::HIS3
MAT ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, tco89::HIS3MX, ime1::IME1-3xV5::HIS3

	FW1762
	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1
MAT ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1

	FW1894
	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG,  kog1::KOG1-3xV5-IAA7::KanMX6 

	FW1818
	MATa, ho::LYS2, lys2, ura3, leu2::hisG,  trp1::hisG,  his3::pTEF1-osTIR::HIS3 

	FW1887
	MATa, ho::LYS2, lys2, ura3, leu2::hisG,  trp1::hisG,  his3::pTEF1-osTIR::HIS3, kog1::KOG1-3xV5-IAA7::KanMX6

	FW1905
	MATa, ho::LYS2, lys2, ura3, leu2::hisG, trp1::hisG,  his3::pTEF1-osTIR::HIS3, kog1::KOG1-3xV5-IAA7::KanMX6
MAT, ho::LYS2, lys2, ura3, leu2::hisG, trp1::hisG,  his3::pTEF1-osTIR::HIS3, kog1::KOG1-3xV5-IAA7::KanMX6

	FW1904
	MATa, ho::LYS2, lys2, ura3, leu2::hisG,  trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1 his3::pTEF1-osTIR::HIS3, kog1::KOG1-3xV5-IAA7::KanMX6
MAT, ho::LYS2, lys2, ura3, leu2::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1 his3::pTEF1-osTIR::HIS3, kog1::KOG1-3xV5-IAA7::KanMX6

	FW2498

	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, sch9::NatMX, IME1::pIME1-LacZ::HIS3 
MAT ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, sch9::NatMX

	FW3184

	MATa, ho::LYS2, lys2, ura3, leu2::hisG,  trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, his3::pTEF1-osTIR::HIS3, tup1::TUP1-3xV5-IAA7::KanMX6, IME1::pIME1-LacZ::HIS3
MAT, ho::LYS2, lys2, ura3, leu2::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1 his3::pTEF1-osTIR::HIS3, tup1::TUP1-3xV5-IAA7::KanMX6

	FW3188

	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1,  tup1::TUP1-3xV5-IAA7::KanMX6, IME1::pIME1-LacZ::HIS3
MAT, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1 tup1::TUP1-3xV5-IAA7::KanMX6

	FW3078

	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, tup1::TUP1-3xV5::HIS3
MAT ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, tup1::TUP1-3xV5::HIS3

	FW3096

	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, tco89::HIS3MX, tup1::TUP1-3xV5::HIS3
MAT ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, tpk1::tpk1M164G, tpk2::KanMX6, tpk3:: TRP1, tco89::HIS3MX, tup1::TUP1-3xV5::HIS3

	FW3243

	MATa, ho::LYS2, lys2, leu2::hisG, his3::hisG, trp1::hisG, ime1::pGAL1-IME1, ura3::pGPD1-GAL4(848).ER::URA3
MAT ho::LYS2,lys2, leu2::hisG, his3::hisG, trp1::hisG, ime1::pGAL1-IME1, ura3::pGPD1-GAL4(848).ER::URA3

	FW612

	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG,  
MAT, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, IME1::pIME1-LacZ::URA3

	FW81

	MATa, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG,  ime1::HISMX6
MAT, ho::LYS2, lys2, ura3, leu2::hisG, his3::hisG, trp1::hisG, ime1::HISMX6
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