
Supporting Text S2: Sequence Logos for HIV-1 Protease
treated and untreated sequences.

Sequence logos from our treated and untreated HIV-1 protease data from all years are
shown below (logos generated using Weblogo [1]). The residues are colored according to
their chemical properties: polar residues as green; neutral residues as purple; basic residues
as blue; acidic residues as red; and hydrophobic residues as black.
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Sequence logo for the untreated protease sequences from all years.
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Sequence logo for the treated protease sequences from all years.
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