
1 1,000 2,000 3,292
Spodo_Contig_7
Spodo2_Read2HWI-ST225:595:C1R3DACXX:1:1301:16949:26728
Spodo3_Read2HWI-ST225:595:C1R3DACXX:1:1103:6288:43794
Spodo3_Read1HWI-ST225:595:C1R3DACXX:1:2108:19027:95178
Spodo3_Read1HWI-ST225:595:C1R3DACXX:1:2211:2136:87684
Spodo4_Read2HWI-ST225:574:C1CPUACXX:7:1210:21158:17504
Spodo5_Read1HWI-ST1363:135:C1J87ACXX:3:2112:1755:51342
Spodo6_Read2HWI-ST1363:136:C1J56ACXX:5:1202:10477:54120
Spodo8_Read1HWI-ST1363:135:C1J87ACXX:3:2312:7954:95773
Spodo9_Read2HWI-ST1363:135:C1J87ACXX:3:1312:5562:70481
Spodo9_Read1HWI-ST1363:135:C1J87ACXX:3:2303:8515:26176
Spodo9_Read1HWI-ST1363:135:C1J87ACXX:3:1210:9260:4387
Spodo9_Read1HWI-ST1363:135:C1J87ACXX:3:2115:5366:68601
Spodo9_Read2HWI-ST1363:135:C1J87ACXX:3:1210:14614:39591
Spodo9_Read2HWI-ST1363:135:C1J87ACXX:3:2109:19234:98499
Spodo2_Read1HWI-ST225:595:C1R3DACXX:1:1316:8199:69932
Spodo9_Read2HWI-ST1363:135:C1J87ACXX:3:2305:10183:41933
Spodo9_Read2HWI-ST1363:135:C1J87ACXX:3:2216:20750:90520
Spodo9_Read2HWI-ST1363:135:C1J87ACXX:3:2206:1344:39261
Spodo10_Read2HWI-ST1363:135:C1J87ACXX:3:2106:8102:18589
Spodo1_Read2HWI-ST225:595:C1R3DACXX:1:1102:11045:94762
Spodo2_Read1HWI-ST225:595:C1R3DACXX:1:2301:15182:62606
Spodo3_Read1HWI-ST225:595:C1R3DACXX:1:2109:2328:93913
Spodo3_Read2HWI-ST225:595:C1R3DACXX:1:1109:11760:3606
Spodo5_Read2HWI-ST1363:135:C1J87ACXX:3:2208:11004:62894
Spodo5_Read2HWI-ST1363:135:C1J87ACXX:3:1212:6034:43078
Spodo5_Read1HWI-ST1363:135:C1J87ACXX:3:2304:20792:43938
Spodo6_Read1HWI-ST1363:136:C1J56ACXX:5:2114:16287:6031
Spodo7_Read1HWI-ST1363:136:C1J56ACXX:5:1109:12199:13151
Spodo8_Read2HWI-ST1363:135:C1J87ACXX:3:2111:13886:83243
Spodo8_Read2HWI-ST1363:135:C1J87ACXX:3:1212:12937:86742
Spodo9_Read2HWI-ST1363:135:C1J87ACXX:3:1202:13313:66324
Spodo9_Read2HWI-ST1363:135:C1J87ACXX:3:1113:9981:72564
Spodo9_Read2HWI-ST1363:135:C1J87ACXX:3:1309:9858:23406

 

Fig. S7. Visualization of an alignment between a host contig and chimeric reads in Geneious (modified). 
The black segments represent regions of mismatch between the reads and the contig and grey segments represent 
homologies. Note the clustering of reads at the contig ends and the fact that for each end the same part of the reads
(right or left) aligns with the host contig. The other reads scattered between the two ends do not represent junctions
by transposition.


