Table S1． Phenotypic Variations in the F2 or F3 Generations of tud1-5 Crossed with d1-c
	Genotype
	Phenotype of F2 or F3 Progeny
	χ2（9:3:4,

3:1 or 1:0)
	P

	
	Normal
	d1-like
	tud1-like
	Total
	
	

	+tud1-5+d1-c
	43
	12
	20
	75
	0.40(9:3:4)
	>0.01

	d1-cd1-c+tud1-5
	
	16
	9
	25
	0.013(3:1)
	>0.01

	tud1-5tud1-5+d1-c
	
	0
	15
	15
	0(1:0)
	>0.01


