Table S4. Variances of statistics from sequence-based neutrality tests across the 20 autosomal regions in WPYG, EPYG and AGR populations, using the filtered and composite population datasets
	
	V(TDa)
	V(D*a)
	V(Fsa)

	
	
	

	Filtered population Dataset
	
	

	WPYG
	0.394
	0.594
	3.176

	EPYG
	0.836
	0.533
	3.256

	AGR
	0.330b
	0.941
	3.385

	
	
	

	Composite population Dataset
	
	

	WPYG
	0.611
	0.831
	5.630

	EPYG
	0.640
	1.219
	7.732

	AGR
	0.373b
	1.1744
	11.489


aTD: Tajima’s D; D*: Fu & Li’s D*; Fs: Fu’s Fs
bValues in bold are statistically significant at the 5% level
