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Figure S1. Location of mutations in sod genes. The approximate locations of
the mutations in each sod genes is indicated by the red double headed arrow.
Exons are indicated by black bars and introns with thin black lines. The size of the
gene and the deletions are indicated. The sod-2 allele 0k1030 is estimated to be
900 base pairs in size. Its location has not been identified precisely. bp = base
pairs





