	 
	Locus
	 

	
	10q MB119
	10q MB128
	12q MB46
	13q MB107
	13q MB108
	16p MB17
	18p MB7
	18q MB73
	19q MB35
	1p   MB4
	20p   MB7
	4q  MB105
	4q MB181
	5p MB10
	5p   MB4
	5q MB128
	6p MB14
	6q MB164
	7p  MB8
	8p    MB5
	mean

	Mandenka
	28
	28
	30
	28
	28
	28
	28
	28
	28
	28
	28
	28
	28
	30
	28
	28
	28
	28
	28
	28
	28.2

	Biaka
	28
	28
	28
	28
	28
	28
	28
	28
	28
	28
	28
	28
	28
	28
	28
	28
	28
	28
	28
	28
	28.0

	San
	28
	18
	18
	18
	18
	28
	18
	18
	18
	18
	18
	28
	18
	18
	18
	18
	18
	18
	18
	18
	19.5

	Han
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32.0

	Basque
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32
	32.0

	Melanesians
	18
	18
	18
	18
	18
	18
	18
	18
	18
	18
	18
	18
	18
	18
	18
	18
	18
	18
	18
	18
	18.0

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	Xp MB13
	Xp MB22
	Xp MB33
	Xp MB35
	Xp MB39
	Xp MB3
	Xp MB6
	Xp MB9
	Xq MB120
	Xq MB124
	Xq MB136
	Xq MB139
	Xq MB140
	Xq MB141
	Xq MB143
	Xq MB145
	Xq MB146
	Xq MB148
	Xq MB149
	Xq MB150
	Mean

	Mandenka
	18
	14
	14
	14
	14
	18
	16
	14
	18
	14
	18
	14
	14
	18
	14
	18
	18
	18
	18
	18
	16.1

	Biaka
	14
	14
	14
	14
	14
	14
	14
	14
	14
	14
	14
	14
	14
	14
	14
	14
	14
	14
	14
	14
	14.0

	San
	9
	9
	9
	9
	9
	9
	9
	9
	9
	9
	9
	9
	9
	9
	9
	9
	9
	9
	9
	9
	9.0

	Han
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16.0

	Basque
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16.0

	Melanesians
	14
	14
	14
	14
	14
	14
	14
	14
	14
	14
	16
	16
	16
	16
	16
	16
	16
	16
	16
	16
	15.0


Table S5. Sample sizes (number of alleles sequenced) for each locus.

































































































