


Fig 2. Global molecular patterns defined by histology are consisten t across both esophagus and
lung. (A) Heatmap depicting mRNA expression of DEGs between EAC and ESCC in ADCs and SCCs of

esophagus and lung, with hierarchical clustering. (B) Heatmap depicting mRNA expression of DEGs between

LUAD and LUSC in ADCs and SCCs of esophagus and lung, with hierarchical clustering.
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