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Méchali M (2017) The gastrula transition reorganizes replication-origin selection in Caenor-

habditis elegans Nat. Struct.Mol. Biol. 24:290–9 [PMID: 28112731][DOI]

145. Besnard E, Babled A, Lapasset L, Milhavet O, Parrinello H, Dantec C, Marin JM &

Lemaitre JM (2012) Unraveling cell type-specific and reprogrammable human replication ori-

gin signatures associated with G-quadruplex consensus motifs Nat. Struct.Mol. Biol. 19:837–

44 [PMID: 22751019][DOI]
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