S1 Figure : Number of histone-DNA contacts. The 2 panels depict the time evolution of the
number of contacts of the histone core (top) and histone tails (middle and bottom) to the
DNA. For the histone tails, contacts were split between contacts to the inner gyre (middle)
and contacts to the outer gyre (bottom). (A) Contact evolution in the hH simulations. (B)
Contact evolution in the dH simulations. A contact was defined as a non-hydrogem atom
closer than 4.5 A to another non-hydrogen atom.
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