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S5 Fig: Percentage of tissue-specific relative change of the quantitative traits di↵erentially distributed be-

tween the individuals assigned to a tissue-specific subtype of WHRadjBMI and the remaining population. Traits

in the left panels are primarily heterogeneous for both tissue-specific groups and traits in the right panels

are heterogenous for one tissue-specific group. We measure the tissue-specific relative change of a trait by:
tissue specific mean - remaining population mean

population s.d. ⇥ 100, where the tissue-specific mean is computed only in the

individuals with the corresponding tissue-specific subtype. The same measure is calculated for a trait residual ob-

tained after adjusting for WHRadjBMI to quantify the tissue-specific relative change of the trait after WHRadjBMI

adjustment. The faded green (or blue) bar presents primary adipose (or muscle) tissue-specific relative change of a

trait compared to the remaining population. The dark green (or blue) bar presents the WHRadjBMI-adjusted adipose

(or muscle) specific relative change of a trait. Each trait listed here was found di↵erentially distributed between at

least one of adipose or muscle specific group and the remaining population after WHRadjBMI adjustment. For each

trait the asterisk mark attached to the bars indicates which tissue-specific group remains significantly heterogeneous

after WHRadjBMI adjustment. 45


