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Bifidobacterium_longum
Streptococcus_peroris
Bifidobacterium_adolescentis
CAG1188

CAG1104

CAG1474

Escherichia_coli
Bacteroides_fragilis
Dasheen_mosaic_virus
Lachnospiraceae_bacterium_5_1_63FAA
Bifidobacterium_breve
CAG6481
Faecalibacterium_prausnitzii
CAG7244

CAG7070

CAG4417

CAGO0751

CAG6561

CAG6579

CAG2453

CAG1693
Subdoligranulum_unclassified
Roseburia_intestinalis
CAG7792

CAG5236

CAG7985
Bacteroides_thetaiotaomicron
CAG4435
Clostridium_clostridioforme
Bacteroides_ovatus
Bacteroides_vulgatus
CAG7382

CAG6285
Clostridium_bartlettii
Clostridium_leptum
Streptococcus_thermophilus
Alistipes_onderdonkii
Clostridium_symbiosum
Lachnospiraceae_bacterium_7_1_58FAA
CAG0404
Oscillibacter_unclassified
CAG0400

CAG2837

CAG5553
Anaerostipes_hadrus
Ruminococcus_obeum

Anaerotruncus_unclassified
CAG6969
CAG6819
CAG6018
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