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	Dataset 
	Model
	Spearman
	Pearson
	MSE

	K562
	Random Forest
	0.395 ± 0.000
	0.386 ± 0.001
	0.405 ± 0.001

	
	Gradient Boosted Trees
	0.388 ± 0.000
	0.348 ± 0.000
	0.419 ± 0.002

	
	seqCrispr
	0.414 ± 0.003
	0.383 ± 0.001
	0.401 ± 0.003

	
	attnToCrispr_CNN
	0.437 ± 0.000
	0.395 ± 0.000
	0.397 ± 0.002

	K562_NetExp
	Random Forest
	0.412± 0.001
	0.429 ± 0.000
	0.386 ± 0.002

	
	Gradient Boosted Trees
	0.406 ± 0.000
	0.419 ± 0.000
	0.394 ± 0.001

	
	seqCrispr
	0.462 ± 0.003
	0.456 ± 0.002
	0.369 ± 0.003

	
	attnToCrispr_CNN
	0.468 ± 0.000
	0.460 ± 0.000
	0.374 ± 0.002

	A549
	Random Forest
	0.382 ± 0.000
	0.395 ± 0.000
	0.341 ± 0.001

	
	Gradient Boosted Trees
	0.355 ± 0.000
	0.357 ± 0.000
	0.357 ± 0.002

	
	seqCrispr
	0.386 ± 0.002
	0.391 ± 0.001
	0.343 ± 0.002

	
	attnToCrispr_CNN
	0.406 ± 0.000
	0.422 ± 0.000
	0.328 ± 0.001

	A549_NetExp
	Random Forest
	0.451 ± 0.000
	0.453 ± 0.000
	0.319 ± 0.002

	
	Gradient Boosted Trees
	0.461 ± 0.000
	0.501 ± 0.000
	0.300 ± 0.002

	
	seqCrispr
	0.463 ± 0.002 
	0.483 ± 0.002
	0.302 ± 0.002

	
	attnToCrispr_CNN
	0.476 ± 0.000
	0.513 ± 0.000
	0.295 ± 0.001

	NB4
	Random Forest
	0.373 ± 0.000
	0.382 ± 0.000
	0.163 ± 0.001

	
	Gradient Boosted Trees
	0.323 ± 0.000
	0.332 ± 0.000
	0.168 ± 0.001

	
	seqCrispr
	0.395 ± 0.003
	0.399 ± 0.002
	0.161 ± 0.001

	
	attnToCrispr_CNN
	0.392 ± 0.000
	0.395 ± 0.000
	0.160 ± 0.001

	NB4_NetExp
	Random Forest
	0.399 ± 0.000
	0.479 ± 0.000
	0.149 ± 0.001

	
	Gradient Boosted Trees
	0.364 ± 0.000
	0.394 ± 0.000
	0.164 ± 0.001

	
	seqCrispr
	0.431 ± 0.003
	0.445 ± 0.001
	0.153 ± 0.002

	
	attnToCrispr_CNN
	0.439 ± 0.000
	0.463 ± 0.000
	0.148 ± 0.001



