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Supplementary Figure S3. Performance evaluation on the level of target genes for
three Xoo strains. For each approach, we plot the number of predicted target genes
that are also up-regulated in the infection (true positives, TPs; q-value < 0.01, log fold
change > 2) against the number of predicted target sites per TALE.
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Supplementary Figure S4. Performance evaluation on the level of TALEs for three
Xoo strains. For each approach, we plot the number of TALEs with at least one
predicted target gene that is also up-regulated in the infection (q-value < 0.01, log fold
change > 2) against the number of predicted target sites per TALE.
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Supplementary Figure S5. Performance evaluation on the level of target genes for
three Xoo strains when filtering for predictions of TALE boxes on the same strand as
the downstream gene. For each approach, we plot the number of predicted target genes
that are also up-regulated in the infection (true positives, TPs) against the number of
predicted target sites per TALE.


