S1 Table. Number of chemotaxis genes in Enterobacteriales genomes. Genomes

comprising a non-redundant set used for comparative analysis (43 in total) are shown in bold.

Genus Species Strain Chemotaxis proteins (number of genes)
mcP CheA CheB CheCX CheD CheR Chev Chez Chew

aphid secondary symbionts secondary endosymbiont of Ctenarytaina eucalypti 0 0 0 0 0 0 0 0 0
aphid secondary symbionts secondary endosymbiont of Heteropsylla cubana 0 0 0 0 0 0 0 0 0
Buchnera aphidicola (Cinara tujafilina) 0 0 0 0 0 0 0 0 0
Buchnera aphidicola BCc 0 0 0 0 0 0 0 0 0
Buchnera aphidicola str. 5A (Acyrthosiphon pisum) 0 0 0 0 0 0 0 0 0
Buchnera aphidicola str. Ak (Acyrthosiphon kondoi) 0 0 0 0 0 0 0 0 0
Buchnera aphidicola str. APS (Acyrthosiphon pisum) 0 0 0 0 0 0 0 0 0
Buchnera aphidicola str. Bp (Baizongia pistaciae) 0 0 0 0 0 0 0 0 0
Buchnera aphidicola str. JF98 (Acyrthosiphon pisum) 0 0 0 0 0 0 0 0 0
Buchnera aphidicola str. JF99 (Acyrthosiphon pisum) 0 0 0 0 0 0 0 0 0
Buchnera aphidicola str. LLO1 (Acyrthosiphon pisum) 0 0 0 0 0 0 0 0 0
Buchnera aphidicola str. Sg (Schizaphis graminum) 0 0 0 0 0 0 0 0 0
Buchnera aphidicola str. TLWO3 (Acyrthosiphon pisum) 0 0 0 0 0 0 0 0 0
Buchnera aphidicola str. Tuc7 (Acyrthosiphon pisum) 0 0 0 0 0 0 0 0 0
Buchnera aphidicola str. Ua (Uroleucon ambrosiae) 0 0 0 0 0 0 0 0 0
Candidatus Blochmannia chromaiodes str. 640 0 0 0 0 0 0 0 0 0
Candidatus Blochmannia floridanus 0 0 0 0 0 0 0 0 0
Candidatus Blochmannia pennsylvanicus str. BPEN 0 0 0 0 0 0 0 0 0
Candidatus Blochmannia vafer str. BVAF 0 0 0 0 0 0 0 0 0
Candidatus Hamiltonella defensa 5AT (Acyrthosiphon pisum) 0 0 0 0 0 0 0 0 0
Candidatus Moranella endobia PCIT 0 0 0 0 0 0 0 0 0
Candidatus Moranella endobia PCVAL 0 0 0 0 0 0 0 0 0
Candidatus Riesia pediculicola USDA 0 0 0 0 0 0 0 0 0
Citrobacter koseri ATCC BAA-895 14 1 1 0 0 1 1 1 1
Citrobacter rodentium ICC168 7 1 1 0 0 1 1 1 1
Cronobacter sakazakii ATCC BAA-894 26 1 1 0 0 1 1 1 1
Cronobacter sakazakii ES15 23 1 1 0 0 1 1 1 1
Cronobacter sakazakii SP291 26 1 1 0 0 1 1 1 1
Cronobacter turicensis 23032 28 1 1 0 0 1 1 1 1
Dickeya dadantii 3937 47 1 1 0 0 1 1 1 1
Dickeya dadantii Ech586 48 1 1 0 0 1 1 1 1
Dickeya dadantii Ech703 42 1 1 0 0 1 1 1 1
Dickeya zeae Ech1591 42 1 1 0 0 1 1 1 1
Edwardsiella ictaluri 93-146 9 1 1 0 0 1 0 1 1
Edwardsiella tarda C07-087 8 1 1 0 0 1 0 1 1
Edwardsiella tarda EIB202 8 1 1 0 0 1 0 1 1
Edwardsiella tarda FL6-60 8 1 1 0 0 1 0 1 1
Enterobacter aerogenes EA1509E 2 1 1 0 0 1 0 1 1
Enterobacter aerogenes KCTC 2190 2 1 1 0 0 1 0 1 1
Enterobacter asburiae LF7a 20 1 1 0 0 1 1 1 1
Enterobacter cloacae Ecwsu1l 17 1 1 0 0 1 1 1 1
Enterobacter cloacae SCF1 14 1 1 0 0 1 1 1 1
Enterobacter cloacae subsp. cloacae ATCC 13047 16 2 2 0 0 2 1 2 2
Enterobacter cloacae subsp. cloacae ENHKUO1 16 1 1 0 0 1 1 1 1
Enterobacter cloacae subsp. cloacae NCTC 9394 9 2 1 0 0 2 1 2 2
Enterobacter cloacae subsp. dissolvens SDM 16 2 2 0 0 2 1 2 2
Enterobacter sp. 638 18 1 1 0 0 1 1 1 1
Enterobacteriaceae bacterium strain FGI 57 6 1 1 0 0 1 0 1 1
Erwinia amylovora ATCC 49946 11 2 2 0 0 2 1 2 2
Erwinia amylovora CFBP1430 11 2 2 0 0 2 1 2 2
Erwinia billingiae Eb661 29 1 1 0 0 1 1 1 1
Erwinia pyrifoliae DSM 12163 13 2 2 0 0 2 1 2 2
Erwinia pyrifoliae Ep1/96 13 2 2 0 0 2 1 2 2
Erwinia sp. Ejp617 13 2 2 0 0 2 1 2 2
Erwinia tasmaniensis Et1/99 13 1 1 0 0 1 1 1 1
Escherichia blattae DSM 4481 0 0 0 0 0 0 0 0 0
Escherichia coli 42 5 1 1 0 0 1 0 1 1
Escherichia coli 536 3 1 1 0 0 1 0 1 1
Escherichia coli 55989 5 1 1 0 0 1 0 1 1
Escherichia coli ABU 83972 4 1 1 0 0 1 0 1 1
Escherichia coli APEC O1 4 1 1 0 0 1 0 1 1
Escherichia coli APEC 078 5 1 1 0 0 1 0 1 1
Escherichia coli ATCC 8739 5 1 1 0 0 1 0 1 1
Escherichia coli B str. REL606 5 1 1 0 0 1 0 1 1
Escherichia coli BL21(DE3) 5 1 1 0 0 1 0 1 1
Escherichia coli BL21(DE3) 5 1 1 0 0 1 0 1 1
Escherichia coli '‘BL21-Gold(DE3)pLysS AG' 5 1 1 0 0 1 0 1 1
Escherichia coli BW2952 5 1 1 0 0 1 0 1 1
Escherichia coli CFTO073 4 1 1 0 0 1 0 1 1
Escherichia coli DH1 5 1 1 0 0 1 0 1 1
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