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Reference structure
	Comparison structure
	RMSD Ca
	RMSD Main Chain

	
Coq6_MODELLER
	Coq6_ITASSER
	6,39
	6,33

	Coq6_MODELLER
	Coq6_ROBETTA
	6,53
	6,53

	Coq6_ITASSER
	Coq6_ROBETTA
	7,61
	7,55

	Coq6_MODELLER 
	1PBE
	15,47
	15,36

	1PBE
	2X3N
	13,18
	13,14

	1PBE
	4K22
	7,73
	7,66

	1PBE
	4N9X
	7,42
	7,34



