Table S11. Summary detected CNVs affecting OR loci.

	
	Intact genes
	Pseudogenes 

 (w/o 7E subfamily)
	Pseudogenes 

 (only 7E subfamily)
	Total

	All OR loci
	387
	379
	85
	851

	All mappable loci
	365
	362
	81
	808

	All variable loci
	130
	137
	40
	307

	Bi-allelic loci (duplications)
	67
	59
	4
	130

	Bi-allelic loci (deletions)
	44
	60
	31
	135

	Multi-allelic loci 
	19
	18
	5
	42


