Table S1. A list of parameters used by various models in GEMSTAT.  Certain parameters are specific to the DirectInt or the SRR model, while others are common to both models.

	Model choice
	Parameter
	How many?
	Description
	Training

Allowed?

	DirectInt
	(
	One per TF
	Strength of TF’s effect on promoter occupancy.
	Yes

	SRR
	(
	One per activator
	Strength of TF’s activation effect.
	Yes

	SRR
	(
	One per repressor
	Strength of TF’s repression (quenching) effect.
	Yes

	SRR
	dR
	One overall
	Range (in bp) of repressor effect. 
	No

	DirectInt/SRR
	NMA
	One overall
	Number of bound activators that may simultaneously interact with BTM.
	No

	DirectInt/SRR
	DNA binding
	One per TF
	Equal to K(Smax)( in Equation 2.
	Yes

	DirectInt/SRR
	( 
	One per TF that exhibits self-cooperative DNA binding
	Strength of protein-protein interaction between two bound molecules of the TF (cooperative binding).
	Yes

	DirectInt/SRR
	dC 
	One overall
	Range within which cooperative binding is allowed.
	No

	DirectInt/SRR
	qBTM (Promoter efficiency)
	One overall
	Basal expression level. 
	Yes


