
Supplementary Text S6: PAZAR data sets

Four PAZAR sets were downloaded from the PAZAR website[1] and divided into mouse and human sets
(table S5). The other organisms were discarded. This resulted in 7 sets of varying sizes (table S5). Binding
sites closer than 1200bp (potentially overlapping) were merged and treated as one sequence for extension
purposes. The sets were then padded with an equal number of randomly sampled promoter sequences from
the Ensembl[2] database presumably not containing the motif. The sets were then extended with their
cognate genomic sequences on each side according to table S1.
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