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The subfigures in Figure 1 correspond to Figure 4B from the main text, for missing the measurement of each of
the 24 model parameters involved in our prediction. (Uncertainty in those parameters involved in the inhibited PI3K
branch or in NGF-dependent C3G branch can have no effect on this prediction.) The blue regions are 95% confidence
intervals given a single poorly determined parameter. For comparison, shown in red is the 95% confidence interval
from precisely determining all parameters. For the exact role of each parameter in the model, see the original model

paper [1].
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FIG. 1: Effect of other missing parameters on our example prediction.



