
Archaea

Protists

Plants and green algae

Fungi

Invertebrates

Fish (Actinopterygii)

Other chordates

MammalsAmphibians

Reptiles

Aves

kala Kalax.0399s0036.1

PhcaT RAW27108.1

ArcsF KXL41885

mtr 6g047580

sly 03g025270.2sly

MlpaF EGG08425

OxtrT EJY78164.1

CquiAUR62031396

fve 13220

vvi 01028887001

PaleA102897565

HsapA ENST00000338333.4

MtbuR ABE52466.1

Inil109161054

CgriA100767429

ath AT5G52470

MnemA105480836

Xvis03 209087

Pdac103698998

TrypT EAN78841.1

LipeF 320081

LslsF KZT09682

AcysT GAM24776.1

stu 00004308

LstiF ODQ76507

MaurA101837031

LcraF CDH48542

CcysT OEH78415

SslrF CEQ40780

CaanF 54527

IghoR ABU82593.1

Bostr.7867s0374

EprzA103543109

TmanA101359170

EfusA103284318

AdniT EPY37372

MokiR AEH07302.1

sit 1G370900

csi 1g021911

OcunA100356537

SstsF EAZ63671

McbhR AIJ06045.1

KfraF CCF58831

PnsaF CAP73855

bnp BnaC09g28460D

lmi 017234

PttaT CAK65653

cync Ccrd 002593

apisA rna24759

AglaF SAM08450

cecaA ENSCCAT00000049449

PyfuR AEM38660.1

BbubA102412837

DarcR PIU22541.1

CsimA101394638

ppat Pp3c5 11200V3.1

DsarR OYT51351.1

cgr 23907s0003

Bostr.7305s0022

aipa Araip.6C9XH

PmcsF KIK13656

acarA ENSACAT00000016845

SjpsF EEB05918

spo 12G0000300

HORVU7Hr1G108780

ZacuF OMH86401.1

TtarR MBS71630.1

EbniF EED44440

onkiA rna24445

GrniT EZG43438.1

BmutA102266140

rattA ENSRNOT00000020554

gma 11G237200

PlerT CDU21422.1

thh 10016049m

HramR SEO87457.1

EncrF KHJ30510

BindA109572467

MmbsF GAN05061

PiosR SMD31136.1

peq 00823

MleuA105552273

FdamA104855606

bnp BnaC01g17510D

mdo 0000590964

TmanA101357166

SchmF KFA78119

MfasA102122442

HopeR SEO92533.1

BindA109562284

lus 10038851

cyseA rna27071

An2cR PXF56758.1

tha Th2v26914

tsa Ts7g24420

IgagR ADM26875.1

van 0112s00230.1

pytA rna14406

HasuR AKH98093.1

PtrmT Phatr3 J48920.t1

hbra rna41831

CferA102506713

LwedA102742215

MmseF KXS96553

hleA Hle R005028

RsinA109442048

bnp BnaA03g47570D

HlcnR PSP21201.1

GpraF KXS22194

xmacA ENSXMAT00000008561

pvir Pavir.1NG553300.1

EndiT EDR30168.1

HeanT ABW97861.1

StcoT OMJ80330.1

lus 10014969

SapaT KDO24792.1

mdo 0000222964

pmu 022327

LmtaF KIJ98705

jre 00010983

OgarA100962841

cru 10028335

mgu F00314

OpriA101526048

kafe Kaladp0082s0106.1

bobr Bobra.0330s0011.1

HbclR SDX59937.1

terA rna34116

ppe 8G117100

cargA CF GLEAN 10004946

NecaF ORY57664.1

McugR SAI88990.1

sbi 004G349700

TmarR EQB71248.1

LcraF CDH48861

aedA rna28302

Nattg58306

RefiT ETO22933.1

sin 1009146

BebeT PFH34137.1

OpceF EPE09690

hel Ha9 00013150

cgy 25168

Pdac103710359

HhliR SEI54215.1

HmpeR KPN31895.1

TvgsT EAY10614

HaarR PIU13559.1

omer OMERI05G04840.1

Nsyl104225275

FvfnR AFH43206.1

lpe 02G31130.1lpe

Aoff109823959

Ntom104116230

aar AA167G00001

btauA ENSBTAT00000003340

TchiA102473107

BspsF GAD98272

RsinA109458061

DcraF OJD30107

TgmiF KUE99984

NrrsF OLL25301

kafe Kaladp1128s0004.1

ajubA106979624

DspmF EME47271

PkmaT EER18635.1

MlnaF OAQ27392

cpicA rna45641

nbe NbS00002621g0212

EeurA103127992

OdarR OLS17865.1

ChymT KOO30930.1

AdniT EPY38042

SgcuT EPY34557.1

ppat Pp3c6 15350V3.1

PttaT CAK61842

bdi Bradi3g55810

lus 10039260

DmpaF KKY30536

MdavA102773914

bra K00184

AdniT EPY39397

PaleA102892896

HgbqR ELY29663.1

HdfoR APE95030.1

Zmay103625958

pofoA ENSPFOT00000000131

MgIIR RCH75126.1

HcpmF EEH09780

MdefR REE28168.1

CafaT EGG19581.1

EprzA103558852

msin Misin19G239000.1

Alp29670

smoe 171051

csub 58980

onkiA rna2653

KcpaF CDK28881

oth 04688

HnusR ERH05589.1

tnigA ENSTNIT00000014819

TmlmF CAZ81487

xlaeA rna16673

sol 016890 ddof.t1

SharA100933914

bcei evm.model.Scaffold89.49

zom 37g01230

bvu Bv3 053660 mrxf

XhveF KZF19727

ptr 015G147500

ClseF EEQ39622

AmsaF KIL67088

BdrsF EGE80826

RsinA109451694

bol Bo2g047720

CocoF 80173

hlu G036355

CporA100722585

CferA102510115

HbhbR CQH57238.1

NecaF ORY80138.1

VpacA102526085

OmasF KIN05839

SlmeT CDW81133

car 10773.1

tae Traes 6AL 51D8375EF

PndmF SNOT 02311

MbliF KXJ92823

TchiA102476102

roc G17575

tpr gene31927

BlhoT CBK20717.2

CporA100713850

aocc Anaoc.0002s0556.1

CpsiF EER26840

MbraA102263725

LvexA103077133

salpA rna11254

PcoqA105820486

AlyrAL7G27460

nnu 08652

MforR EHP85398.1

PmraF KIW70537

bol Bo8g050920

EuarR OLE56335.1

gma 18G020000

PlbrT CEO96617.1

SnvmF KZS99112

MmusA237730

ScmaF GAO50511

Ntom104119152

aco 006865

msin Misin07G471300.1

ogl 02G0328800

CsabA103244941

rco 30169.t000005

PanuA101016415

latiA ENSLACT00000016639

ThtrT KNC52892.1

PcatA102985666

mipu 122246

LotrF 213442

OafeA103196095

HtalT EFA82831.1

OariA101117097

ath AT5G52490

crei Cre02.g077300.t1.2

AhypAH012128

lja 0g3v0107099.1lja

lpe 10G14700.1lpe

RgrsF KPV72846

aocc Anaoc.0697s0006.1

SadiT EQC35489.1

MovsR AAM03794.1

PhypT CCW60842

ontsA rna30941

trubA ENSTRUT00000010529

sir scaffold2159 148sir

HarmA109374850

tur TRIUR3 03711

OrosA101385030

cgr 16219s0004

AchmF KFH40609

BmutA102271463

PtppF EDU43497

SaruR AUV82000.1

fve 00345

rra 8423 p1

ogl 05G0045100

MbooR ABS55035.1

orgl OGLUM02G38830.1

strA Sca R011675

esoxA rna15635

CasiA102826383

ranA rna9410

aar AA55G00007

MproR SFM47984.1

PblsF OAD65409

HhtmR ERJ05632.1

Inil109173124

GlzsF EHK96634

TpacR CAC12078.1

PvitA 05043

pica MA 124463g0010

ApasT ETV76667.1

rra 328 p7

peloA ENSPSIT00000005067

ZbliF CDH10351

TbneF EFE31197

hel Ha15 00040186

TrfoT OHS99314.1

RhglF 741922

van 01g13070.1

EqmaF KEF53244

AnroF ORX85925.1

ApboR EDY35307.1

NleuA100590986

BbbvT EDO08449.1

MsoeR AEB68235.1

cecaA ENSCCAT00000005412

bnp BnaA02g10840D

disr Dr15316.1

EcabA100064571

bra H01568

cchi rna27018

mlut maker-scaffold 149-augustus-gene-2.65-mRNA-1

lal scaffold2361 2lal

PpraF CEP11150

GvarA103590211

kala Kalax.0094s0049.1

obar OBART02G37650.1

ppat Pp3c6 12420V3.1

salp SapurV1A.1225s0130.1

ictiA ENSSTOT00000036263

tae Traes 6DL 5F12F1D71

StraF EOA85412

osa LOC Os05g08360osa

kafe Kaladp1128s0005.1

PparA109256603

cme 3C006945

EglaF KZV87392

bnp BnaC02g15060D

SrlmF CBQ68416

BnsaF ODQ79859

OpriA101528950

RdlrF EIE86364

BgrsF BLGH 05747-mRNA-1

BacuA103006881

TcsaF ODV90829

CesyR ABK77191.1

NaarR MAF99244.1

ach Achn011571

cbac rna30440

BaarR KYH36742.1

AcsaR ADL19719.1

ictiA ENSSTOT00000037798

ThtrT KNC52893.1

PhbsF GAC92468

cchi rna29323

NdtaF KPM43564

hbra rna41829

tinA Tma R001880

CbacA105082631

ArolF XP 011124545.1

jre 00008993

BlhoT CBK19645.2

cme 3C005360

ppe 8G059700

cpa 107.89cpa

thh 10025746m

pax 00057g00322

aqc Aqcoe5G432700.1

LkarR OLS15292.1

PpanA100994919

JjacA101616380

PmanA102919743

MpkaR AAM01775.1

CaowT KJE91401.1

AnanA105723377

AmelA100469438

EtelA101643422

cypcA rna29714

CgriA100765730

cru 10026686

Csat104753322

ppat Pp3c27 4160V3.1

adu Aradu.A38LS

Zjuj107423422

LvexA103086744

bnp BnaC01g17500D

TtruA101322450

atr scaffold00009.155atr

drosA FBtr0071982

NapsF EQB61672

CmysF ODN76231

TrypT EAN78156.1

PabeA100451945

tae Traes 7DL 2E248FD67

NmmoR CCQ36443.1

MpcsF KOS15302

PttaT CAK84137

mpahA MGP PahariEiJ T0015209

deno rna29687

AlyrAL8G26940

phal Pahal.1G452400.1

ontsA rna79101

PrkaT KNH07001.1

cheA rna16480

Nattg35105

mlut maker-scaffold 220-fgenesh-gene-1.56-mRNA-1

DearR GAY26438.1

daniA ENSDART00000076030

AoteF EEQ33758

AdniT EPY36040

Lsat8 6881

TochR OLS28490.1

ClupA489134

SbrsF ESZ91154

ToxoT KYF47886.1

WnmsF ODQ58298

PkmaT EER04725.1

frax FRAEX38873 v2 000391180.1

HsisR SDJ51621.1

OgarA100947822

MmbsF GAN08735

CfbiF ONH68807

SgcuT EPY30056.1

SbolA101036197

AutmT GBG33362.1

SmlsF OMJ23159.1

tpr gene9882

HakeR SFS80179.1

HORVU6Hr1G091860

CasuR BAJ50142.1

YlpaF CAG82197

hbra rna47998

tae Traes 7BL 92994F217

CrypT AEA39121.1

EeurA103111581

can Capana03g002188

thh 10015376m

MthaR KQC10873.1

KfraF CCF57084

RdlrF EIE82211

HybyR ABM79909.1

MnatA107537861

FcatA101094807

MochA101990021

gma 06G164800

NtbhR OVE84302.1

MmurA105876783

GarcR PCN50878.1

thh 10015801m

stu 00030132

AarcR PIV69116.1

TfadR AGT34960.1

PpanA100990907

LafrA100672949

mes 14G023700

VudiR ADN49716.1

AmauR KPV46023.1

ptroA ENSPTRT00000073656

lus 10027503

otau OT ostta12g02120

BlsyT OAO16798.1

MsanR PKL66783.1

PbrsF ODH26943

xlaeA rna14796

ajubA106969268

LwedA102734554

kafe Kaladp0091s0100.1

NplsR PIN82643.1

spa c0006 01444

NtkoR EGP94281.1

DnovA101416043

Csat104727478

omer OMERI02G23180.1

TtusR KJR74082.1

spe 03g004100.1

MsmeF GAA94000

HvxaR ELZ13475.1

modoA rna42815

ppat Pp3c16 1450V3.1

CyanT OII77933.1

lja 0g3v0201389.1lja

EcyeF AET40026

CalaR AFZ70099.1

ZbrsF KJX98458

salp SapurV1A.0113s0200.1

PspeT KRW99910.1

FrcaF OAP56110

MslnR OYT64207.1

SosaT EST46543.1

MpcuR PAV08244.1

PydeR OWJ54077.1

MecuR AEB94612.1

mgu D02486

bvu Bv4 072830 guzr

AgarR OYT39508.1

LokiR KKK40690.1

MhthR OKY79068.1

tae Traes 7AL C142F05C9

OrosA101376987

pbr 010869.1

corc OMO91073

Nattg36833

salp SapurV1A.0395s0250.1

CasiA102821088

AnanA105723135

nofuA rna10700

TcarR KUJ99340.1

bol Bo1g040350

ccle Ciclev10032221m

CatyA105581621

OcunA100342094

CjacA100414467

gacuA ENSGACT00000005615

AgarR OYT34186.1

ptroA ENSPTRT00000020349

HnusR ERH07868.1

ArbiF KZM26235

FeplR ADC66270.1

drosA FBtr0082685

HlayR EMA22873.1

celeA T01C3.7.1

MjavA108390964

LwedA102742010

BbubA102394736

PfjsF EME85704

salp SapurV1A.2925s0010.1

aocc Anaoc.0003s0656.1

Lang109351730

GclaF EFX01262

HglaA101716171

sgro evm.TU.tig00153554.325

tha Th2v28952

Csat104753342

aqc Aqcoe7G028500.1

Bostr.7305s0024

olea Oeu004112.1

SrbaF EJS44334

betA BSP 11444

MeveR ADI75030.1

kala Kalax.0076s0034.1

BameF 320334

TilaT KYQ90040.1

LddsF GAW05834

EiacT CDI82999.1

mgu F01095

HgdgR SIR78182.1

osa LOC Os02g57590osa

RdlrF EIE77154

PgrsF EFP85219

gfoA Gfo R001043

bra A01555

PvamA105300163

FcatA101085349

TtrsF AEO63247

betA BSP 11432

VglaF KIW04959

sspl Saspl 011193

mlut maker-scaffold 1197-fgenesh-gene-0.69-mRNA-1

oluc 32524

PhypT CCW60162

DnovA101421603

pax 00848g00023

MncgR PIU82658.1

PtigA102955777

DordA106000912

allA rna22666

sspl Saspl 050004

BbisA104995350

CbacA105062848

ZetiR PUA33302.1

aocA AMPOCE 00002282-RA

Xvis03 217980

Csat104725758

HarcR AWB26944.1

OxtrT EJY79630.1

nbe NbS00030218g0006

AmcsF KNE55021

AmcsF KNE56685

HfhaR SFB97274.1

bol Bo7g110460

AdniT EPY42572

Dcat110115180

CbnaF KIW90010

SaroT EGD80586.1

mac 07 04590.1mac

SgcuT EPY28573.1

Csat104717697

UbraF SAM84517

PabeA100440539

PtigA102952456

lepiA ENSLOCT00000005661

RbieA108539068

ata EMT21867

mputA ENSMPUT00000013155

AclsF OJK04388

McrmF EFY85384

Zmay100282167

apisA rna5083

CoreF 79726

StheR ADI32298.1

AglaF SAM08644

AcsiT ELR12051

SgcuT EPY27142.1

PkmaT EER06156.1

cru 10005269

msin Misin07G157100.1

jcu 4S00238.100jcu

RbieA108513601

btauA ENSBTAT00000006113

FrdaF CCM00494

roc G13988

olea Oeu004111.1

MbraA102254785

EnhiT GAT93939.1

VpacA102525928

ssalA rna76408

PjriF KTW29129

lal scaffold847 8lal

ssalA rna9299

MferR ADP77942.1

mtr 1g114000

MmulA700286

gals EME28683

MhaeR ABR56344.1

CccmF OBZ90095

cbac rna28479

bcei evm.model.Scaffold64.682

csa 166250

UvrsF KDB17395

GeacR AIY90272.1

gra 004G117600

ptr 012G144800

onilA ENSONIT00000010137

tsa Ts6g15660

CbriF OAA45243

CpmsF EXJ90094

MochA102001539

ClanA102022676

sbi 010G250700

MlucA102428087

GtriF EJT71244

ath AT4G25630

csa 108020

UmarA103661089

TvgsT EAY14900

MvlmF MVLG 05794T0

kala Kalax.0138s0051.1

duns Dusal.0325s00010.1

McdgR KON29234.1

HrbsT HpaT814850

AnroF ORX82512.1

mpol Mapoly0026s0084.1

PvamA105289881

MmurA105880138

gma 04G200700

NgalA103750749

amon EVM0032875.1

MnemA105495353

tae Traes 6BL FBA80D37C

TharR OLE39970.1

NgalA103731737

OanaA100087329

HlgoR SHH27473.1

HgliF SGZ39330

MgcnR AMH93842.1

Lang109362990

Csat104763405

LoocT AIB09845.1

pvir Pavir.4KG376100.1

MlucA102426858

RdlrF EIE77407

NaeqR AAR38980.1

EasiA106837388

MmusA14113

Hd31R AEN06150.1

bra B01545

PanuA101013083

Nsyl104214702

LepyT KPA81282.1

petrA ENSPMAT00000008596

bnp BnaC08g47290D

Csat104730864

UmarA103664789

MbcaF OBA24489

frax FRAEX38873 v2 000093350.1

TrypT EAN78830.1

MpraF EEB99613

cgy 08200

PrabR CAB48983.1

ugi Scf00323.g15456ugi

czof Cz10g07040.t1

orgl OGLUM05G04850.1

rchi LOC112198813

HpkiR SEH46951.1

Csat104761256

OorcA101273949

MnatA107534148

HdarR OLS31968.1

rco 30174.t000020

cisaA ENSCSAVT00000004057

EmhuT EOD07048.1

ItmuT EGR33332.1

GlxsF KIK50466

cintA ENSCINT00000010410

bnp BnaA01g14860D

SmcaF CCC09983

JjacA101610151

ChirA102171062

MdavA102757192

cmo s20232 0.3 1

AlyrAL8G26910

EeurA103128218

bol Bo9g083150

ata EMT33025

MmulA703625

nnu 04141

onmyA rna38429

Lsat9 57541

ppat Pp3c16 12410V3.1

SftkR BAK54501.1

AdniT EPY27730

sir scaffold394 40sir

pvir Pavir.4NG312800.2

MohaR AET63641.1

sfal Sphfalx0106s0074.1

MphaF EKG12529

McazR CAJ35347.1

PcatA102973367

EibrT CDJ48844.1

TphaR ADG90435.1

TobaR ALM75454.1

nbe NbS00060733g0001

vra 06g12440

Csat104722401

PcraF EKM55120

atr scaffold00099.70atr

NstlR SMH71609.1

ZbliF CDH16205

PdssF OAF57964

CudiR SJK84260.1

olatA ENSORLT00000004235

HdmaR KTG11264.1

AchyT OQR98092.1

gaduA ENSGMOT00000008446

cca 28759

cla 002327

AglaF SAM04432

ChmeT AFP65700.1

ClanA102022440

RllsF EPZ35180

salpA rna11282

EedwA102853164

NecaF ORY32356.1

HsapA ENST00000221801.7

EfusA103291624

EcabA100147144

HahaT KEP63567.1

PmpsF CCX29929

oru ORUFI05G05320.1oru

NflsF ODQ65408

gekA rna22429

pretA rna34304

MmarA107147967

AhypAH019593

VlfeF EEY23262

WoarR PIU72604.1

GgorA101134346

nbe NbS00061373g0008

CamaR ABW02137.1

mes 06G151200

cmo s04266 0.11 1

SndaF CCA67507

bapr Bathy15g00470

NmarR ABX13288.1

MjavA108404513

tur TRIUR3 11941

mzebA rna20166

dca 010668

MttmR OUJ19484.1

TrfoT OHT13775.1

CangA105519170

GilaT EDO80862.1

lmi 002627

msin Misin07G547000.1

NphiR SNZ04646.1

PpraF CEP17375

deno rna35224

aipa Araip.8PF6Q

SltoR AAY80681.1

NagrT EFC40027.1

NamyR ELY53884.1

PrkaT KNH06088.1

SpnsF KNC96662

CsimA101391377
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