A

% SUPPORTING READS

% SUPPORTING READS

70

60

50

100

©
©
©
© ©
©
©
®
40 60

% SUPPORTING PEDS

80

50

(@)

G000 ©

100

@]
=
o
o

% SUPPORTING READS

% SUPPORTING READS

= N W b U OO N 00 W
o O O O O O O o o o

70

60

50

40

30

o
O @G @O

20 40 60 80
% SUPPORTING PEDS

@
N
@O

10 20 30 40 50 60
% SUPPORTING PEDS

100

70

S5 Figure. Correlation
between supporting PEDs and
supporting reads.

For each enriched/depleted
event in the corresponding
tissue the chart shows the
percentage of reads support
one side of the event that are
detected in the corresponding
tissue, plotted against the
percentage of all PEDs for the
same side of the event
detected in proteomics
experiments for that tissue.
Results are shown just for
those events that are
enriched/depleted in
transcriptomics experiments in
(A) digestive, (B) muscle, (C)
nervous and (D) reproductive
tissues.



