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SUPPORTING INFORMATION

	group
	infected
	treatment (mg/kg)
	relative survival

	 
	0 h
	2 h
	24 h
	24h
	48h
	72h
	96h
	120h
	144h
	168h
	192h

	unmanipulated
	-
	-
	-
	90
	90
	90
	90
	90
	90
	90
	90

	PBS only
	PBS
	PBS
	PBS
	90
	90
	90
	90
	90
	90
	90
	89

	antibiotics only
	PBS
	0.9
	0.34
	60
	60
	60
	60
	60
	60
	60
	60

	positive control
	Vib 79
	PBS
	PBS
	90
	0
	0
	0
	0
	0
	0
	0

	0.9 mg
	Vib 79
	0.56
	0.34
	90
	88
	78
	69
	48
	28
	21
	19

	0.9 mg
	Vib 79
	0.9
	PBS
	90
	88
	82
	79
	59
	43
	31
	22

	unmanipulated
	-
	-
	-
	90
	90
	90
	90
	90
	90
	90
	88

	PBS only
	PBS
	PBS
	PBS
	90
	90
	90
	90
	90
	90
	90
	89

	antibiotics only
	PBS
	0.76
	0.7
	90
	90
	90
	90
	89
	89
	89
	88

	positive control
	Vib 79
	PBS
	PBS
	88
	0
	0
	0
	0
	0
	0
	0

	0.9 mg
	Vib 79
	0.76
	0.14
	90
	90
	86
	63
	54
	42
	31
	23

	0.9 mg
	Vib 79
	0.45
	0.45
	90
	90
	76
	46
	36
	27
	19
	9

	0.9 mg
	Vib 79
	0.2
	0.7
	90
	86
	45
	11
	2
	1
	1
	0


Table S4: Validation experiments. Full experimental data for host survival for various antibiotic treatments, along with control groups, used to validate the mathematical model. The experiments were done in two stages, with the top half and bottom half of the table representing the two stages.
2

