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Pseudomonas aeruginosa PAO1

Pseudomonas resinovorans NBRC 106553

Dinoroseobacter shibae DFL 12 = DSM 16493

Nitratiruptor sp. SB155-2

Thermovibrio ammonificans HB-1

Pseudomonas fluva 12-X

Pseudomonas mendocina ymp

Alcanivorax brokumensis SK2

Locus
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