
HDL vs. ANGPTL4

p-value best c
Subregion
Defintion

p-value

E190 rs77938377 0.0022 0.6232 <0.001 0.5

G223 rs148185134 0.0130 <0.001 <0.001 0

R278 rs35061979 0.0001 0.3822 0.532 0

V308 rs139998264 0.0001 0.8219 0.247 0.4

G321 rs143596863 0.0011 0.2002 0.238 0.5

Q331 rs146875081 0.0002 0.1056 0.030 0.5

R336 rs140744493 0.0049 0.0670 0.079 0.5

R365 rs138460722 0.0001 0.4878 0.497 0
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