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Supplementary file 6 — Dendrograms for downsampling study
We downsampled mouse tumor data to 80, 60, 40, and 20% of total reads. We 
used JSD to compute pairwise distances between the samples for our model and 
the Desponds et al. model at each downsample level and did hierarchical clustering 
using Ward’s method. The dendrograms for each model at each downsample level 
are presented here.

Spliced model clustering Desponds et al. model clustering

80%

   
 C

54

   
 C

55

   
 C

56

   
 M

64

   
 M

62

   
 M

63

M
63

M
64 C

54

C
56

C
55

M
62

60%

   
 C

54

   
 C

55

   
 C

56

   
 M

64

   
 M

62

   
 M

63

M
64

C
55

M
63

C
54

C
56

M
62

40%

   
 C

54

   
 C

55

   
 C

56

   
 M

64

   
 M

62

   
 M

63

C
54

C
56

M
62

M
64

C
55

M
63

20%

   
 C

54

   
 C

55

   
 C

56

   
 M

64

   
 M

62

   
 M

63

C
54

C
55

M
64

M
63

C
56

M
62


