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Fig 1. The Chapman-Kolmogorov test on the four Markov State Model
phenotypes of the sampled ExMISA network. The relaxation curves and
variance of a 10007 trajectory are shown in red. The relaxation curve predictions from
the MSM transition matrix is shown in black. The total error ¢ is measured as the
2-norm containing the differences between the two estimates of the relaxation curve.



