
S13 Table. Accuracy of edge sign recovery accuracy for different
algorithms on different synthetic graph structures.

MPLasso CCLasso REBACCA SparCC SPIEC (mb) SPIEC (gl) CCREPE
n = 50, p = 50
Random 1.00 0.99 1.00 0.99 0.82 1.00 1.00
Cluster 1.00 0.90 1.00 0.90 0.72 1.00 1.00
Hub 1.00 0.99 1.00 0.99 0.89 1.00 1.00

Scale-free 1.00 0.98 1.00 0.94 0.96 1.00 1.00
Band(4) 1.00 0.90 1.00 0.87 0.82 1.00 1.00
n = 100, p = 50
Random 1.00 1.00 1.00 1.00 0.94 1.00 1.00
Cluster 1.00 0.93 1.00 0.91 0.91 1.00 1.00
Hub 1.00 1.00 1.00 1.00 0.95 1.00 1.00

Scale-free 1.00 0.99 1.00 1.00 0.95 1.00 1.00
Band(4) 1.00 0.90 1.00 0.90 0.83 1.00 1.00
n = 100, p = 100
Random 1.00 1.00 1.00 1.00 0.96 1.00 1.00
Cluster 1.00 0.98 1.00 0.94 0.97 1.00 1.00
Hub 1.00 1.00 1.00 1.00 0.99 1.00 1.00

Scale-free 1.00 1.00 1.00 0.99 0.90 1.00 1.00
Band(4) 1.00 0.90 1.00 0.90 0.83 1.00 1.00
n = 200, p = 200
Random 1.00 1.00 1.00 1.00 1.00 1.00 1.00
Cluster 1.00 1.00 1.00 0.99 1.00 1.00 1.00
Hub 1.00 1.00 1.00 1.00 1.00 1.00 1.00

Scale-free 1.00 1.00 1.00 1.00 0.94 1.00 1.00
Band(4) 1.00 0.95 1.00 0.90 1.00 1.00 1.00

n and p represent number of samples and number of taxa, respectively.
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