Modelling circulating tumour cells for personalised survival
prediction in metastatic breast cancer
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S1 Table. List of datasets

Accession Number Reference p-values

CD47 EPCAM CD44
GSE29044 Colak et al. [69] 4.39702 1.17793 6.70702
GSE15852 Pau et al. [70] 1.05701 4.88 10717 4.49702
GSE55070 Drews et al. [71] 1.18701 N/A N/A
GSE46563 Jonsdottir et al. [72] | 0.11326064 0.41234569 0.00432464
GSEb54465 Limame et al. [73] 1.01792 5.66~01 1.1390259
GSE46141 Kimbung et al. [74] 0.489669 0.125039 0.89891
GSE48371 Pagliuca et al. [75] 0.1558076 0.323313 0.0980182

Details of the datasets analysed to estimate the p-value of overexpression of CD47, CD44 and EPCAM in ductal
carcinoma in situ (DCIS) and invasive ductal carcinoma (IDC) versus control under different experimental

conditions.
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