
Table S5 Vmax values measured under ‘Vmax optimized assay’ conditions (data were taken from [1]).  

Parameter 
D = 0.1 h

-1
 

Non-starved 

D = 0.1 h
-1
 

4h N-starved 

D = 0.35 h
-1
 

Non-starved 

D = 0.35 h
-1
 

4h N-starved 
 

Vmax,hk 483 326 552 498 mM.min
-1
 

Vmax,pgi 1665 1573 1141 1117 mM.min
-1
 

Vmax,pfk 173 133 98 74 mM.min
-1
 

Vmax,ald 165 122 251 147 mM.min
-1
 

V
+

max,gapdh 296
a
 241

a
 198

a
 205

a
 mM.min

-1
 

V
-
max,gapdh 1646 1341 1101 1141 mM.min

-1
 

V
-
max,pgk 2808 3063 1662 1364 mM.min

-1
 

Vmax,gpm 1493 n.d. 1503 543 mM.min
-1
 

Vmax,eno 264 n.d. 285 n.d. mM.min
-1
 

Vmax,pyk 779 761 965 773 mM.min
-1
 

Vmax,pdc 153 224 219 72 mM.min
-1
 

V
-
max,adh 2696 2025 438 289 mM.min

-1
 

a
 Forward Vmax value of GAPDH was not measured but calculated with the Haldane relationship using the 

kinetic parameters from [2]. 

n.d.: Not determined due to practical issues. 
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