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Gustavo H. Kijak should be included as a co-author of this paper.

The author’s affiliation is as follows: US Military HIV Research Program, Silver Spring, Mary-
land, United States of America

The author list should read as follows:
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Conceived and designed the experiments: MR ST ESB GHK NLM JHK JIM. Performed the
experiments: GHK RJO SN PP JK SRNMLR NLM JHK BBL SNMBMAA. Analyzed the data:
PTE MR TH GHK PBG BBL SLKP KSWD BSM AJG ACd CAMHAMJ JMC CM RG. Con-
tributed reagents/materials/analysis tools: CC SM GHKWRS JSM ISG TK PDK RG. Wrote the
paper: PTE MR TH ST PBG.
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