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One line on each page of Figure S5 is omitted in the published

manuscript. The updated figure is attached.

Supporting information:

Reference:

Ghandi M, Lee D, Mohammad-Noori M, Beer MA (2014)

Enhanced Regulatory Sequence Prediction Using Gapped k-mer

Features. PLoS Comput Biol 10(7): e1003711. doi:10.1371/

journal.pcbi.1003711

Citation: The PLOS Computational Biology Staff (2014) Correction: Enhanced
Regulatory Sequence Prediction Using Gapped k-mer Features. PLoS Comput
Biol 10(12): e1004035. doi:10.1371/journal.pcbi.1004035

Copyright: � 2014 The PLOS Computational Biology Staff. This is an open-
access article distributed under the terms of the Creative Commons Attribution
License, which permits unrestricted use, distribution, and reproduction in any
medium, provided the original author and source are credited.

PLOS Computational Biology | www.ploscompbiol.org 1 December 2014 | Volume 10 | Issue 12 | e1004035

Figure S5 Corrected Figure

Published December 1, 2014

http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://crossmark.crossref.org/dialog/?doi=10.1371/journal.pcbi.1004035&domain=pdf

