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Nv_NKAb      MADNEQTGEKAELEDIQLQDMQEAHGKQAS-----HPVSSEPPEEPSDSTKKALITKGSK 55
antigen      ------------------------------------------------------------ 0
Nv_NKAa      MAD-----------STELAALDEEYGRTDSYRVATSPLMGEQAAAPEGG-KKAGEKKQGK 48
                                                                         

Nv_NKAb      REKKKGNKEKKLDDLKQELEVDWHKVPLEALVNRLDSSVEKGLSQEEAEVRLERDGPNCL 115
antigen      ------------------------------------------------------------ 0
Nv_NKAa      RAKKKKDQKEKMEELKQELDVDWHRITVEELMTRLDTNVQTGLTDEEAAIRLKRDGPNAL 108
                                                                         

Nv_NKAb      TPPPTTPEWVKFLKLLFGGFSLLLWVGAIFCYIVYSIKMSVEEEPPQDDLYLGVTLTFVV 175
antigen      ------------------------------------------------------------ 0
Nv_NKAa      TPPPTTPEWVKFMKQMFGGFAMLLWIGAILCFIAQGIMEATEEEPLRDNLYLGIVLAFVV 168
                                                                         

Nv_NKAb      VVTACFSYYQESKSSKIMDSFKNMVPQEATILRDGKKVVKNAEQVVIGDIIFVAIGDRVP 235
antigen      ------------------------------------------------------------ 0
Nv_NKAa      IVTGIFSYYQESKSSKIMESFKNLVPQEANVLRSGGRKTVGAENLVIGDVVSVKGGDRLP 228
                                                                         

Nv_NKAb      ADIRVIESKGFKVDNSSLTGESEPQARGPEFTHENPLETKNLAFFSTNAVEGTCTGIVVQ 295
antigen      ------------------------------------------------------------ 0
Nv_NKAa      GDIRILECKSFKVDNSSLTGESEPQSRGPDCTHENPLETRNLAFFSTYALEGNATGVVVQ 288
                                                                         

Nv_NKAb      TGDNTVMGRIAGLASGLGSGKTPIAIEIGHFIHIITGVAVALGVTFFIISLVLGYTILQA 355
antigen      ------------------------------------------------------------ 0
Nv_NKAa      TGDNTVMGRIANLASGLGSGKTPIAVEIEHFIHIITGVAVFLGVTFFIIAFILKYKWLEA 348
                                                                         

Nv_NKAb      VIFLIGIIVANVPEGLLATVTVCLTLTAKRMAAKNCLVKNLEAVETLGSTSTICSDKTGT 415
antigen      VIFLIGIIVANVPEGLLATVTVCLTLTAKRMARKNCLVKNLEAVETLGSTSTICSDKTGT 60
Nv_NKAa      VIFLIGIIVANVPEGLLATVTVCLTLTAKRMASKNCLVKNLEAVETLGSTSTICSDKTGT 408
             ******************************** ***************************

Nv_NKAb      LTQNRMTVAHMWFDNKTFEADTTEDQSGTA-MEKTETWTALGRIAGLCNRAEFVSGQDNV 474
antigen      LTQNRMTVAH-------------------------------------------------- 70
Nv_NKAa      LTQNRMTVAHLWYDNNIVEADTSEDQKQASGEKKSTTWYALSRVATLCNRAEFKADQEDK 468
             **********                                                  

Nv_NKAb      AVLRRDTMGGNASEAALLKCVELQVGSVTKMREEFHRVAEIPFNSTNKYHVSIHEINDEN 534
antigen      ------------------------------------------------------------ 70
Nv_NKAa      PVLKRECT-GDASESALLKYVELAIGNVISFRKNHKKVCEIPFNSTNKYQVSIHEIPDEP 527
                                                                         

Nv_NKAb      S--------------TYSHHLLMKGAPERVLDRCSTILIKGELKPLDDDMKQAFEMAYLD 580
antigen      ------------------------------------------------------------ 70
Nv_NKAa      EHDIEEGSDVDEREKNSKHILVMKGAPERILDRCSTILVNGKEQALDDKEKENFNQAYLD 587
                                                                         

Nv_NKAb      LGGMGERVLGFAQHYLDKENFPIGFEFET-DEPNFPVEGLCFVGLMSMIDPPRAAVPDAV 639
antigen      ------------------------------------------------------------ 70
Nv_NKAa      LGGLGERVLGFCHFYLPTEQFPLGFEFDPEDNPNFPLEGLCFVGLMSMIDPPRAAVPDAV 647
                                                                         

Nv_NKAb      AKCRSAGIKVFMVTGDHPITAKAIAQGVGIISEGTETVEDISLRLEIPVEEVDKSQADAI 699
antigen      ------------------------------------------------------------ 70
Nv_NKAa      SKCRSAGIKVIMVTGDHPITAKAIAKGVGIISEGTETVEDIAERLNIPVEEVDETKAKAI 707
                                                                         

Nv_NKAb      VVHGGELKDMTDKDIDDILKNHKEIVFARTSPQQKLIIVEGCQRNGAIVAVTGDGVNDSP 759
antigen      ------------------------------------------------------------ 70
Nv_NKAa      VVHGSQLKDYDQEKIDGILCNHTEIVFARTSPQQKLIIVEGCQRMGAIVAVTGDGVNDSP 767
                                                                         

Nv_NKAb      ALKKADIGIAMGISGSDVSKQAADMILLDDNFASIVTGVEEGRLIFDNLKKSIAYTLTSN 819
antigen      ------------------------------------------------------------ 70
Nv_NKAa      ALKKADIGVAMGIAGSDVSKQAADMILLDDNFASIVTGVEEGRLIFDNLKKSIAYTLTSN 827
                                                                         

Nv_NKAb      IPEITPFLMFIVAGIPQPLGTITILCIDLGTDMVPAISLAYEEAESDIMKRMPRDPRTEK 879Nv_NKAb      IPEITPFLMFIVAGIPQPLGTITILCIDLGTDMVPAISLAYEEAESDIMKRMPRDPRTEK 879
antigen      ------------------------------------------------------------ 70
Nv_NKAa      IPEISPFLMFIILDIPLPLGTVTILCIDLGTDMVPAISLAYEHAENDIMKRQPRDPINDK 887
                                                                         

Nv_NKAb      LVNERLISMTYGQIGFMQASAGFLTYFVIMAENGFLPGDLFNIRGLWEDKTNNTLLDSYG 939
antigen      ------------------------------------------------------------ 70
Nv_NKAa      LVNERLIAMAYGQIGMIQASAGFFTYFVIMAENGFRPSLLFGLRRQWDDKYNHSVVDSYG 947
                                                                         

Nv_NKAb      QEWGYAQRKVLEFTCHSAFFVSIVVVQWADLIICKTRRNSIITQKMNNHILIIGLIFETA 999
antigen      ------------------------------------------------------------ 70
Nv_NKAa      QEWGYSQRKILEYTCHTAFFVSIVIVQWADLIICKTRRNSLFTQGMTNKFLNFGLFFETA 1007
                                                                         

Nv_NKAb      LAAFLLYTPGLSTALSLYGLNASWWFIGVPYSILIFVYDEVRRYILRKYPGGWVEQETYY 1059
antigen      ------------------------------------------------------------ 70
Nv_NKAa      LAAFFSYTPGMSNGLRMYPLNWQWWFPAMPFSLIIWIYDECRRWILRRYPGCWLDKETYY 1067
                                                                         
</pre></body></html>
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Ip_Rhesus      MKLFSGEKVRFVALCAGSEVVLLILFFALVRYSPQADRSKAIELQETASHGNVTHQGEEE 60
antigen        ------------------------------------------------------------ 0
                                                                           

Ip_Rhesus      EELSLSQVYPMFQDVHVMILVGFGFLMTFLKRYGFGAVGLNMVVSGLVMQWAMVSGGLVH 120
antigen        ------------------------------------------------------------ 0
                                                                           

Ip_Rhesus      TAMQAAKGEHVTWEIPVGAVTLLESDFTCAAVLISFGALIGKVTPFQLLLLALVEVVVFK 180
antigen        ---------------------------------------------------TILEIVFFA 9
                                                                  :::*:*.* 

Ip_Rhesus      ANESFGLHVLHAADLGGSIFVHVFGAYFGLAASRVLNKRSHHSSPNEGAEYHSDLFSMVG 240
antigen        HNEYLVSEIFKASDIGASMTIHAFGAYFGLAVAGILYRSGL------------------- 50
                ** :  .:::*:*:*.*: :*.********.: :* : .                    

Ip_Rhesus      SLFLWVFWPSFNSALAVDEERTRAVINTYLALCGSCVAAFALSALSDRRGRLSMEHVQNA 300
antigen        ------------------------------------------------------------ 50
                                                                           

Ip_Rhesus      TLAGGVAVGSAANMMLQPGGALLIGICAGCLSVAGFSWLQPLLGKWVGLHDSCGVNNLHG 360
antigen        ------------------------------------------------------------ 50
                                                                           

Ip_Rhesus      MPGLMAGLASALVSFLATEDAYGGSMDHVFSKWHSPAEQAGRQLAALGLTLIVALASGAL 420
antigen        ------------------------------------------------------------ 50
                                                                           

Ip_Rhesus      MGLALRIPCINTLDSNQLFLDHPFWNEAGEEDDRHENGKELDQHFDAL 468
antigen        ------------------------------------------------ 50
                                                               
</pre></body></html>
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antigen      ------------------------------------------------------------ 0
Nv_Rh1       MADDTFGRGKFPCLLILFQGLLLILFVVFVDYSKDVLPDAQNTLKINTDFPVFQDIHVLL 60
                                                                         

antigen      ------------------------------------------------------------ 0
Nv_Rh1       LVGFGLLMTFLKKYGFSGLGYNFLICAVVMEWATLMQGFFEMENNKIQLDIDSMIKGDLA 120
                                                                         

antigen      -----------------------TILEIVFFAHNEYLVSEIFKASDIGASMTIHAFGAYF 37
Nv_Rh1       AVTILVSFGAVLGKTSSLQLLLMSFIEVIFYTINRTICTTYLQAVDPGGAVLVHAFGAYF 180
                                    :::*::*:: *. : :  ::* * *.:: :*******

antigen      GLAVAGILYRSGL----------------------------------------------- 50
Nv_Rh1       GLTVARVLYNKNSVAHEKEASRYTSDLFATLGTIFLWVYWPSFNSILVQGVLRHRAVVNT 240
             **:** :**...                                                

antigen      ------------------------------------------------------------ 50
Nv_Rh1       YYAMAASCVTVFAFSSLVTKASKLSMVHIQNATLAGGVAVGTIASMIIHPWGAILLGMVG 300
                                                                         

antigen      ------------------------------------------------------------ 50
Nv_Rh1       GIISTIGYKYIQPWLIRTLHIHDTCGVNSLHGMPGILAAIASIVSSGLAGFGQYKTSLYT 360
                                                                         

antigen      ------------------------------------------------------------ 50
Nv_Rh1       VFPARSPVINSTQYLELVQFVPDARAGLGRTATEQAGYQCAALVMTLAVSSMGGLITGFI 420
                                                                         

antigen      ------------------------------- 50
Nv_Rh1       VKQSFFDPMTEDRMYDDLHYWEVCFYHFSIF 451
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antigen      ------------------------------------------------------------ 0
Nv_Rh2       MSRPTFTILTILLQVLFVVIFAIFGEYGDDARPNHKRPNPGAAGINAVNIYYPMFQDVHV 60
                                                                         

antigen      ------------------------------------------------------------ 0
Nv_Rh2       MIFLGIGLLLAFLRNHAYSSISYCFFAAAILCEWSTIINGVFWHIIEGGNDKFKIDLFSA 120
                                                                         

antigen      -----------------------------TILEIVFFAHNEYLVSEIFKASDIGASMTIH 31
Nv_Rh2       INADFAAAVILISYCVVLGKISILQLLVMGVIELAVYVLNSWICFAKLGISDIGASITIH 180
                                           ::*:..:. *.::    :  ******:***

antigen      AFGAYFGLAVAGILYRSGL----------------------------------------- 50
Nv_Rh2       MFAAYFGLGVTRVLHSRDSEGNGKECSSYHNDVFCLVGTIFLWLYWPSFNACLTTDDVMR 240
              *.*****.*: :*:  .                                          

antigen      ------------------------------------------------------------ 50
Nv_Rh2       HRTVTNTYYSMLGACVMVFALSPMFRRDGKFNLSHVQNATLAGGVAIGTASNMIVQPWGS 300
                                                                         

antigen      ------------------------------------------------------------ 50
Nv_Rh2       MLIGSIGGAMCTLGYVYLSPFLQKHCKMHDVCGVHNLHALPAFLSGIASAIASSLAAADE 360
                                                                         

antigen      ------------------------------------------------------------ 50
Nv_Rh2       YGDATPSQQAGFQVAAMFVTIGISLLSGILTGFLIKLWIFEPMSTRQMFDDEDFWMVSKC 420
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antigen      ------------------------------------------------------------ 0
Nv_Rh3       MIFFAFPFLLSFLKRFGYSGICTAFFGASLAAQWAIICSGVFTGLIHGEAHIQVNIQSLC 60
                                                                         

antigen      ----------------------------TILEIVFFAHNEYLVSEIFKASDIGASMTIHA 32
Nv_Rh3       LADYTTAVVLIAYCTTMGYASPTQLIIISFFLPIFYGLLEMVLFHYLLIADAGGSILIHS 120
                                         :::  :*:.  * :: . :  :* *.*: **:

antigen      FGAYFGLAVAGILYRSGL------------------------------------------ 50
Nv_Rh3       FGAYYGMAFCRMMYRKDAVDHPKEDASYTSDMFSMAGTLFLWIYWPSFNGVFGAPDYEAQ 180
             ****:*:*.. ::**..                                           

antigen      ------------------------------------------------------------ 50
Nv_Rh3       HRIVVNTYLGLLSGTVMVFIVSFLTSKDGKFTMAHIQNATLAGGVAVGTAANMMMYPWGA 240
                                                                         

antigen      ------------------------------------------------------------ 50
Nv_Rh3       LLVGAMGGTISTLGFVYMSPLLLKYLKINDVAGVNNLHGMPGILGGIAGAVISAHAQPET 300
                                                                         

antigen      ------------------------------------------------------------ 50
Nv_Rh3       YGHQGLYSVFSARAPMVNTTEYVQLQEMGVAFTPGSGRTARLQGCYQAAGLAAAIGIALI 360
                                                                         

antigen      ------------------------------------------------------------ 50
Nv_Rh3       GGLLTGLVARFRAFNPLKKHQLYDDFDFYVLPDSNESYSAMEFIMSSLGMDDEKKEKTAK 420
                                                                         

antigen      ------------------ 50
Nv_Rh3       QDSNKNKESEEVQLMKDK 438
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