Neutral evolution (Mean centered)
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Background selection (Mean centered)
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Bateson-Dobzhansky-Muller incompatibilities (Mean centered)
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Bateson-Dobzhansky-Muller incompatibilities (Raw values)
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Positive selection (Mean centered)

0.0N 04N 08N
oo T\ ] Hﬂcj\,m Sl gy S +Ns=100.0 +Prop=0.001
ol N oY e +Ns=100.0 +Prop=0.005

, 7, & dxy

0.0N 0.4N 0.8N 12N 1.6N 20N 40N 6.0N 8.0N 10.0N
~\ S/ [T =T e ~——] .
:-/\ g 0L VW At IS oot VNI ctas IS nell VNV gy ] o= +Ns=100.0 +Prop=0.001
. !7 L—.——I \ o — ] || e e — — .
0.002 " — -
"‘“u“"’ A M \__J __J ./ e o> +Ns=100.0 +Prop=0.005
— - P —_— o e ~—— = o — _ e PR _ e oo

Genomic position



FS T

Positive selection (Mean centered)
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Positive & background selection (Mean centered)
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Local adaptation (Mean centered)
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Local adaptation (Raw values)
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