
AGATATCTTCAGCATAATTGCATTAGGCATATATCCAGGAAAGCATTTTTTGGATTATATAATCTGCAAATATTGTGAGT
AACTCCTTTATAACTCCTTTATAGTTATATTGGGGGGGCTGGAGAGATGGCTCAGTGGTTAAGAAGACTGGTTGTTCTTG
CAGAAGACCTGGATTCGAATCCCAGCGTCTTATTCTTTCCAGATATCTTCAGCATAATTGCATTAGGCATATATCCAGGA
AAGCATTTTTTGGATTATATAATCTGCAAATATTGT

[200 bp]

agATTTCTTCAGCATAATTGCATTAGACACATATCCAGGAAAGCATTTTTTGGATTATGTAATCTGCAAATATTgt
agATATCTTCAGCATAATTGCATTAGGCATATATCCAGGAAAGCATTTTTTGGATTATATAATCTGCAAATATTgt
**** ********************* ** **************************** *****************

CESAR alignment

Blind mole rat genome: nanGal1  KL205478:3,579,620-3,579,895
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C

agATTTCTTCAGCATAATTGCATTAGACACATATCCA                  
agATATCTTCAGCATAATTGCATTAGGCATATATCCA 
**** ********************* ** *******

Genome alignment
GGAAAGCATTTTTTGGATTATGTAATCTGCAAATATTgt
GGAAAGCATTTTTTGGATTATATAATCTGCAAATATTgt
********************* *****************
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