	Protein
	M (%)
	Putative M
	hM (%)
	Putative hM
	# Peaks / molecule

	PolyQ
	Q19
	0
	0
	0
	0
	0

	
	Q35
	5.0 (4)
	9
	1
	0
	1.41

	
	Q62
	-QBP1
	7.5 (5)
	19
	2.8
	5
	1.4

	
	
	+QBP1
	3.3 (3)
	0
	0
	0
	1.07

	A
	A42
	-SV111
	32.8 (9)
	9
	0
	0
	1.43

	
	
	+SV111
	30.2 (8)
	10
	0.8
	0
	1.55

	
	Arc A42
	-QBP1
	62.1 (10)
	11
	1
	0
	1.45

	
	
	+QBP1
	57.4 (9)
	12
	0
	3
	1.25

	
	F19S/L34P A42
	0
	0
	0
	0
	0

	-syn
	wt
	44.9 (10)
	25
	2 ± 1
	2
	1.52

	
	A30P
	59.0 (10)
	20
	3.3
	2
	1.62

	
	A53T
	-QBP1
	60.4 (10)
	57
	5.2 ± 1.0
	14
	1.67

	
	
	+QBP1
	13.5 (4)
	7
	0.4
	1
	2.09

	Sup35NM
	-QBP1
	64.0 (10)
	14
	8
	2
	1.33

	
	+QBP1
	27.0 (9)
	0
	1
	0
	1.52


