Table S2: Comparison of EURExpress data against published expression data

Template ID | RefSeq accession Gene symbol Concordance Reference
T1569 NM 023906 Asb3 NP
T4116 NM 133733 9030425E11Rik NP
T5339 NM 133190 Cacna8 NP
T7613 NM 133750 3110048E14Rik NP
T8641 NM 013581 Coal NP
Ignatov A, Lintzel J, Hermans-Borgmeyer I, Kreienkamp HJ, Joost P, Thomsen S,
T8887 NM_008151 Gpri2 CONCORDANCE Me_th_ner A, Schaller HC.. Role of the G—protein_—coupleq receptor QPRIZ as high— )
affinity receptor for sphingosylphosphorylcholine and its expression and function in
brain development. J Neurosci 2003 Feb 1,23(3):907-14
T7122 NM 016736 6330412F12Rik (Nub1) NP
T35200 NM 177383 Gpr21 NP
T2778 NM 010903 Nfe2I3 NP
T35433 NM 175647 Dmrtal NP
T35847 XR 005251 A930024E05Rik NP
T36070 XM 355752 Dgki NP
T9316 NM 027135 Sec24d NP
T31018 NM 021499 wdr8 NP
T31985 NM 027260 Vrk2 NP
T30457 NM 008992 Abcd4 NP
Rice DS, Northcutt GM, Kurschner C. "The Lnx family proteins function as molecular
T37784 NM_080795 Lnx2 CONCORDANCE scaffolds for Numb family proteins." Mol Cell Neurosci 2001 Nov,18(5):525-40
T40492 AK018398 8430408]09Rik NP
T45541 NM 001014390 Dyrk2 NP
T70151 MIMAT0003491 mmu-miR-701 NP
T36964 NM 172516 Ripk5 NP
T3840 NM 018884 Pdzrn3 NP
van der Zwaag B, Burbach JP, Scharfe C, Oefner PJ], Brunner HG, Padberg GW, van
Bokhoven H. "Identifying new candidate genes for hereditary facial paresis on
T2359 NM_023850 Chst1 NO CONCORDANCE chromosome 3q21-gq22 by RNA in situ hybridization in mouse." Genomics 2005
Jul,86(1):55-67
T4098 NM 172310 Tarsl2 NP
T7610 NM 178891 Hrmt1l6 NP
Ignatov A, Hermans-Borgmeyer I, Schaller HC. "Cloning and characterization of a
T35194 NM_181543 Gpri51 CONCORDANCE novel G-protein-coupled receptor with homology to galanin receptors."
Neuropharmacology 2004 Jun,46(8):1114-20
T36957 NM 021892 Rfrp NP
T38159 NM 177892 A230097C02 NP
T30773 NM 009383 Tiall NP
T8662 NM 178625 2700094F01Rik NP
T35706 NM 027760 Rassf8 NP
T36162 NM 153105 Cldn19 NP
T37488 NM 175651 9630008K15Rik NP
T36121 NM 175631 Cbin4 NP
T31417 NM 029945 Smpd4 NP
T2314 NM 025897 1500003022Rik NP
T38213 NM 028065 Tnrc5 NP
T40280 AKO077915 Mipoll NP
T45629 XM 973549 4930589M24Rik NP
T45132 XM 890447 Mllt4 NP
T6536 NM 028184 Oraov1l NP
T35739 NM 027519 6330406115Rik NP
T36476 NM 015820 Hs6st3 NP
T37027 NM 009200 Slcla6 NP
T31051 NM 029933 Bcl9 NP
T63352 NM 207237 Manicil NP
163289 NM 198678 Sh3md2 NP
T35109 NM 009766 Brs3 NP
T9940 NM 026925 Pnlip NP
Lindsay EA, Harvey EL, Scambler PJ, Baldini A. "ES2, a gene deleted in DiGeorge
T2618 NM_022408 Es2el CONCORDANCE syndrome, encodes a nuclear protein and_ is expres_sed.during early mouse .
development, where it shares an expression domain with a Goosecoid-like gene.
Hum Mol Genet 1998 Apr,7(4):629-35
T36864 NM 001001320 Tbx10 NP
T38784 NM 008022 Foxd4 NP
T40239 XM 989876 4631416L12Rik NP
T3799 NM 023438 Gm644 NP
T5619 NM 026012 Nradd NP
T35259 NM 013582 Lhcar NP
T35827 NM 177358 A630033E08Rik NP
T35828 NM 177255 A630052C17Rik NP
PARTIAL Alanentalo T, Chatonnet F, Karlen M, Sulniute R, Ericson J, Andersson E, Ahlgren U.
T36821 XM_486090 Nkx6-3 CONCORDANCE "Cloning and analysis of Nkx6.3 during CNS and gastrointestinal development."
Gene Expr Patterns 2006 Jan,6(2):162-70
Pedersen JK, Nelson SB, Jorgensen MC, Henseleit KD, Fujitani Y, Wright CV, Sander
M, Serup P. "Endodermal expression of Nkx6 genes depends differentially on Pdx1."
Dev Biol 2005 Dec 15,288(2):487-501
T36197 NM 170597 Creg2 NP
Cankaya M, Hernandez AM, Ciftci M, Beydemir S, Ozdemir H, Budak H, Gulcin I,
PARTIAL Comakli V, Emircupani T, Ekinci D, Kuzu M, Jiang Q, Eichele G, Kufrevioglu OI. "An
T31600 NM_181315 Car5b CONCORDANCE analysis of expression patterns of genes encoding proteins with catalytic activities."
BMC Genomics 2007,8():232
T31319 NM 028248 2610301K12Rik NP
T38668 NM 010586 Itpr2 NP
T5360 NM 008265 Hoxa4 NP
T5313 NM 010454 Hoxa6 NP
T3054 NM 144544 2210407C18Rik NP
T36034 NM 181422 Pkd2l1 NP
T36325 NM 139293 Ece2 NP
T35172 NM 177330 Ghsr NP
T35853 NM 175352 AA407659 NP
T37251 NM 027401 1700010C24Rik NP
PARTIAL Visel A, Thaller C, Eichele G. "GenePaint.org: an atlas of gene expression patterns
T30543 NM_016663 Sye3 CONCORDANCE in the mouse embryo." Nucleic Acids Res 2004 Jan 1,32(Database issue):D552-6S,
T38441 NM 008226 Hen2 NP
T37397 XM 916223 4931429111Rik NP
T31587 NM 026013 Tmem77 NP
T38192 NM 138948 Cabp7 NP
T40298 AK015488 4930459123Rik NP
T39753 AK083519 D030040B21 NP
T45276 NM 145579 P42pop NP
T70096 MIMAT0005292 mmu-miR-582-3p NP
T70406 MIMAT0000567 mmu-miR-329 NP
T4202 NM 028207 Dusp3 NP
T632 NM 029031 Carkl NP
T4705 NM 019443 Ndufal NP




Hagens O, Minina E, Schweiger S, Ropers HH, Kalscheuer V. "Characterization of

T5592 NM_176848 Fbxo2 (F;ﬁ)T\ITégII;{DANCE FBX25, encoding a novel brain-expressed F-box protein." Biochim Biophys Acta
2006 Jan,1760(1):110-8

T35378 NM 175198 1700058C01Rik NP

T35883 NM 009620 Adam4 NP

T36751 NM 053144 Pcdhb19 NP

T36312 XM 917279 Layn NP

T35839 NM 177045 Cc2d1b NP

T36635 NM 001033339 Mmp25 NP

T37022 NM 011390 Slc12a7 NP
Visel A, Thaller C, Eichele G. "GenePaint.org: an atlas of gene expression patterns

T30923 NM_138650 Dgkg CONCORDANCE in the mouse embryo." Nucleic Acids Res 2004 Jan 1,32(Database issue):D552-6

T32139 NM 133914 Rasa4 NP

T37566 NM 181728 Art3 NP

T39008 NM 178651 Slc30a9 NP

T39034 NM 021332 Glpir NP

T37560 NM 177781 Trpal NP

T30023 NM 009831 Ccnal NP

T37051 NM 172841 Slco5al NP

T37651 NM 029879 D13Bwagli46e NP

T31259 NM 145497 BC016495 NP

T37063 NM 198214 Snph NP

T40474 AK083647 D030059C06Rik NP

T40506 AK004446 1190002E22Rik NP

T35036 XM 134539 2310031A18Rik NP

T3272 NM 012026 Ranef NP

PARTIAL Cserjesi P; Brown D; Lyons GE; Olson EN, "Expression of the novel basic helix-loop-

T8010 NM_008213 Hand1l CONCORDANCE helix gene eHAND in neural crest derivatives and extraembryonic membranes
during mouse development." Dev Biol 1995 Aug;170(2):664-78

T3514 NM 172451 Galnt6 NP

T35962 NM 009726 Atp7a NP

T1499 NM 177226 Zfp629 NP

T3628 NM 144817 Camkig NP

T3678 NM 134022 6330403K07Rik NP

T1199 NM 019806 Vapb NP

T5536 NM 023397 1810034K20Rik NP

T3282 NM 026552 Arpc4 NP

T3389 NM 025947 Dncl2a NP

T3378 NM 177262 Pkn1 NP

T7848 NM 178358 Lhfpll NP

T3053 NM 009894 Cideb NP

T35608 NM 026622 3110057012Rik NP

T36442 NM 010305 Gnail NP

T45437 NM 199365 5330438I03Rik NP

T70297 MIMAT0000215 mmu-miR-186 NP

T992 NM 026009 2610204L23Rik NP

T4565 NM 025884 Ccdcl6 NP

T4570 NM 027231 Polr2f NP

T1153 NM 126166 TIr3 NP

T6034 NM 025297 Nrbf1 NP

T5194 NM 025920 Thap4 NP

T3931 NM 019870 Ard1 NP

T994 NM 023167 Mrpl4 NP

T1053 NM 007991 Fbl NP

T4266 NM 181410 Gtf2h3 NP

T4653 NM 146238 BC023488 NP

T4654 NM 025644 Exoscl NP

T4649 NM 025298 Polr3e NP

T4839 NM 020483 Hcnap NP

T4699 NM 026421 2310057D15Rik NP

T4918 NM 172049 Tmemi18 NP

T6193 NM 144829 2310044P18Rik NP

T6824 NM 133756 Xab1 NP

T6826 NM 025567 Cycl NP

T6808 NM 145386 BC005655 NP

T8575 NM 029418 9130401MO01Rik NP

T8298 NM 053113 Earll NP

T35764 NM 177136 9030227G01Rik NP
Hong SJ, Chae H, Lardaro T, Hong S, Kim KS. "Trim11 increases expression of

T7090 NM_053168 Trim11 NO CONCORDANCE |dopamine beta-hydroxylase gene by interacting with Phox2b." Biochem Biophys Res
Commun 2008 Apr 11,368(3):650-5

T7340 NM 019910 Dcpp NP

T8417 NM 026744 Mrpl53 NP

T36466 NM 010411 Hdac3 NP

T31763 NM 023197 2310008H09Rik NP

T36482 NM 010489 Hyal2 NP

T30449 NM 028604 2410075D05Rik NP

T45583 NM 028274 Exosc6 NP

T39150 NM 053170 Trim33 NP

T38409 XM 109726 Thrapl NP

T39614 Y15800 Gprk6 NP

T40565 NM 001040026 Scol NP

T40143 AK013632 LOC434446 NP

T40477 AK156793 Dnaijcl1l NP

163207 NM 178640 B3galnt2 NP

T63369 NM 207239 Gtf3cl NP

T35071 XM 135805 Wdr44 NP

T7055 NM 146236 Tceall NP

T37506 NM 175511 A130092J06Rik NP

T37713 NM 027402 Fndc5 NP

T39931 AK044039 LOC432809 NP

T2189 NM 029320 D14Ertd581e NP

T30549 NM 178711 Plscr4 NP

T30424 NM 148942 Serpinb6c NP
Hou J, Yashiro K, Okazaki Y, Saijoh Y, Hayashizaki Y, Hamada H. "Identification of a

T3497 NM_001012392 U46068 CONCORDANCE novel left-right asymmetrically expressed gene in the mouse belonging to the
BPI/PLUNC superfamily." Dev Dyn 2004 Mar,229(2):373-9

T5284 NM 145469 9330161F08Rik NP

T35959 NM 009724 Atp4b NP

T37359 NM 030181 Vsigl NP
Li X, Udager AM, Hu C, Qiao XT, Richards N, Gumucio DL. "Dynamic patterning at

T37452 NM_025684 5730521E12Rik CONCORDANCE the pylorus: Formation of an epithelial intestine-stomach boundary in late fetal life."
Dev Dyn 2009 Oct 29,238(12):3205-3217

T37039 NM 053248 Slc5a5 NP

T31264 NM 027299 Degs2 NP

T37839 NM 001033366 Dpcri NP

T6200 NM 010893 Neul NP

T8444 NM 138646 Hps4 NP

T7375 NM 178308 Abpg NP

T4828 NM 145932 D630035019Rik NP

T35459 NM 013920 Hnf4qg NP

T36820 XM 134330 Isx NP




T36216 XM 130038 Cubn NP
T36195 XM 129769 Cpsi NP
T31175 NM 010739 Mucl3 NP
T31255 NM 144807 Chpt1 NP
T38238 NM 027339 2210415F13Rik NP
T37860 NM 001011873 Xkr9 NP
T39400 XR 003553 LOC671753 NP
T2987 NM 027307 Golph2 NP
T2287 NM 028189 B3ant3 NP
T32098 NM 007769 Dmbt1 NP
T37786 XM 923886 Gm53 NP
T1660 NM 011280 Trim10 NP
T452 NM 146173 1300010A20Rik NP
T3791 NM 153567 5033405K12Rik NP
T800 NM 172759 Ces5 NP
T855 NM 009127 Scd1 NP
T518 NM 008934 Proc NP
T887 NM 010168 F2 NP
Zhou Q, Law AC, Rajagopal J, Anderson WJ, Gray PA, Melton DA. "A multipotent
T867 NM_133977 Trf CONCORDANCE progenitor domain guides pancreatic organogenesis." Dev Cell 2007 Jul,13(1):103-
14
T1441 NM 008777 Pah NP
T113 NM 011270 Rhced NP
T928 NM 023383 Aadac NP
T882 NM 008124 Gib1 NP
T1032 NM 008878 Serpinf2 NP
T3836 NM 138678 Butrl NP
T1017 NM 013782 Ptdss2 NP
T3940 NM 019687 Slc22a4 NP
T4696 NM 007931 Endog NP
T2929 NM 020583 1sg20 NP
T2794 NM 008198 H2-Bf NP
T4763 NM 172577 Slc25a21 NP
T4783 NM 010006 Cyp2d9 NP
T4794 NM 146148 C8a NP
T4813 NM 174870 Slc26al NP
T4015 NM 029269 Spp2 NP
T1352 NM 174846 6230410P16Rik NP
T3113 NM 008385 Inpp5b NP
T4399 NM 016956 Hbb-b2 NP
T4928 NM 008280 Lipc NP
T4954 NM 009778 Cc3 NP
Lorent K, Overbergh L, Delabie J, Van Leuven F, Van den Berghe H. "Distribution of
mRNA coding for alpha-2-macroglobulin, the murinoglobulins, the alpha-2-
T4955 NM_007376 Pzp CONCORDANCE macroglobulin receptor and the alpha-2-macroglobulin receptor associated protein
during mouse embryogenesis and in adult tissues." Differentiation 1994
Feb,55(3):213-23
Visel A, Thaller C, Eichele G. "GenePaint.org: an atlas of gene expression patterns
T705 NM_013474 Apoa2 CONCORDANCE in the mouse embryo." Nucleic Acids Res 2004 Jan 1,32(Database issue):D552-6
T647 NM 009695 Apoc2 NP
T715 NM 023530 Pla2g12b NP
T5324 NM 001033981 LOC544763 NP
T5508 NM 025988 Acbd4 NP
T6010 NM 013551 Hmbs NP
T6020 NM 010196 Faa NP
T1930 NM 145824 Ranbp10 NP
T914 NM 013475 Apoh NP
T201 NM 153143 Kctd11 NP
T1576 NM 026157 Papdi1 NP
T4729 NM 017366 Acadvl NP
T4876 NM 144916 BC014685 NP
T4914 NM 133997 Apof NP
T4916 NM 144869 BC021614 NP
T4901 NM 021489 F12 NP
T4900 NM 018816 Apom NP
Keith Ho HC, McGrath KE, Brodbeck KC, Palis J, Schick BP. "Serglycin proteoglycan
T918 NM_009060 Rgn CONCORDANCE synthesis in the murine uterine decidua and early embryo." Biol Reprod 2001
Jun,64(6):1667-76
T6813 NM 011787 Amfr NP
T6738 NM 011804 Cregl NP
T7396 NM 028066 F11 NP
T6633 NM 144533 Nmnat3 NP
T7241 NM 008341 Iafbpl NP
T4958 NM 019447 Hafac NP
Thut CJ, Rountree RB, Hwa M, Kingsley DM. "A large-scale in situ screen provides
T4997 NM_144805 Tmem40 NO CONCORDANCE |molecular evidence for the induction of eye anterior segment structures by the
developing lens." Dev Biol 2001 Mar 1,231(1):63-76
T4937 NM 080844 Serpincl NP
T4953 NM 130452 Bbox1 NP
T7876 NM 013711 Txnrd2 NP
T6096 NM 144923 Blvrb NP
T7438 NM 017371 Hpxn NP
T7460 NM 022884 Bhmt2 NP
T7462 NM 008439 Khk NP
T8819 NM 172406 Als2cr3 NP
Ye TZ, Gordon CT, Lai YH, Fujiwara Y, Peters LL, Perkins AC, Chui DH. "Ermap, a
T8827 NM_013848 Ermap CONCORDANCE gene coding for a novel erythroid specific adhesion/receptor membrane protein."
Gene 2000 Jan 25,242(1-2):337-45
18327 NM 011414 Slpi NP
T9595 NM 207204 4930519N13Rik NP
Visel A, Thaller C, Eichele G. "GenePaint.org: an atlas of gene expression patterns
T6101 NM_009775 Bzrp CONCORDANCE in the mouse embryo." Nucleic Acids Res 2004 Jan 1,32(Database issue):D552-6
T7233 NM 009690 Cd5l NP
T2656 NM 013484 c2 NP
Yang LV, Nicholson RH, Kaplan J, Galy A, Li L. "Hemogen is a novel nuclear factor
specifically expressed in mouse hematopoietic development and its human
T9775 NM_053149 Hemgn CONCORDANCE homologue EDAG maps to chromosome 9g22, a region containing breakpoints of
hematological neoplasms." Mech Dev 2001 Jun,104(1-2):105-11
T10041 NM 008223 Serpind1 NP
T9535 NM 009479 Uros NP
PARTIAL Li X, Udager AM, Hu C, Qiao XT, Richards N, Gumucio DL. "Dynamic patterning at
T103 NM_145365 Creb3I3 CONCORDANCE the pylorus: Formation of an epithelial intestine-stomach boundary in late fetal life."
Dev Dyn 2009 Oct 29,238(12):3205-3217
Chi H, Yang X, Kingsley PD, O'Keefe RJ, Puzas JE, Rosier RN, Shears SB, Reynolds
. PR. "Targeted deletion of Minpp1 provides new insight into the activity of multiple
T544 NM_010799 Minpp1 CONCORDANCE inositol polyphosphate phosphatase in vivo." Mol Cell Biol 2000 Sep,20(17):6496-
507
T659 NM 012053 RpI8 NP
T572 NM 031164 F13b NP
T663 NM 008406 Itih1 NP
T6652 NM 026635 5730536A07Rik NP




T8083 NM 008114 Gfilb NP
17377 NM 011822 Piga NP
PARTIAL Ruchon AF, Marcinkiewicz M, Siegfried G, Tenenhouse HS, DesGroseillers L, Crine P,
T7388 NM_008277 Hpd CONCORDANCE Boileau G. "Pex mRNA is localized in developing mouse osteoblasts and
odontoblasts." J Histochem Cytochem 1998 Apr,46(4):459-68
T7065 NM 027868 Slc41a3 NP
T6647 NM 008522 Ltf NP
T6734 NM 019687 Slc22a4 NP
PARTIAL Visel A, Thaller C, Eichele G. "GenePaint.org: an atlas of gene expression patterns
T4533 NM_013547 Hgd CONCORDANCE in the mouse embryo." Nucleic Acids Res 2004 Jan 1,32(Database issue):D552-6
Reymond A, Marigo V, Yaylaoglu MB, Leoni A, Ucla C, Scamuffa N, Caccioppoli C,
PARTIAL Dermitzakis ET, Lyle R, Banfi S, Eichele G, Antonarakis SE, Ballabio A. "Human
T50012 NM_010509 Ifnar2 CONCORDANCE chromosome 21 gene expression atlas in the mouse." Nature 2002 Dec
5,420(6915):582-6
T3028 NM 007563 Bpam NP
T35297 NM 011465 Spnal NP
T35306 NM 013838 Trpc6 NP
Sun D, McDonnell M, Chen XS, Lakkis MM, Li H, Isaacs SN, Elsea SH, Patel PI, Funk
T35925 NM_007440 Alox12 NO CONCORDANCE CD. Human 12(R)-lipoxygenase and thg mouse ortho_log. Molecular cloning,
expression, and gene chromosomal assignment. J Biol Chem 1998 Dec
11,273(50):33540-7
T36774 NM 008823 Cfp NP
T1370 NM 007940 Ephx2 NP
T2632 NM 134249 Timd2 NP
PARTIAL Zhu L, Kahwash SB, Chang LS. "Developmental expression of mouse erythrocyte
T36344 NM_013513 Epb4.2 CONCORDANCE protein 4.2 mRNA: evidence for specific expression in erythroid cells." B
T36357 NM 007976 F5 NP
T36359 NM 176935 F730015K02Rik NP
T35159 NM 007975 F2ri3 NP
T35249 NM 010605 Kcni5 NP
T35250 NM 001033525 Kcnk6 NP
T35158 NM 010170 F2ri2 NP
T1306 NM 008877 Plg NP
T1305 NM 026673 0610008C0O8Rik NP
PARTIAL Diaz D, Krejsa CM, White CC, Charleston ]S, Kavanagh TJ. "Effect of methylmercury
T36422 NM_008129 Gclm CONCORDANCE on glutamate-cysteine ligase expression in the placenta and yolk sac during mouse
development." Reprod Toxicol 2004 Nov,19(1):117-29
T36685 NM 008694 Nap NP
T36891 NM 008920 Prg2 NP
T36894 NM 016781 Prkagl NP
T36220 NM 007807 Cybb NP
Sansom SN, Griffiths DS, Faedo A, Kleinjan DJ, Ruan Y, Smith J, van Heyningen V,
T36962 NM_011269 Rhag NO CONCORDANCE Rubenst.:ein JL, Livesey FJ. "The level of the transcription factor Pax6 is essenti.alﬂfor
controlling the balance between neural stem cell self-renewal and neurogenesis.
PLoS Genet 2009 Jun,5(6):e1000511
T36371 NM 030236 Fbxo34 NP
T37562 XM 139463 Apol2 NP
T30515 NM 010815 Grap2 NP
T30513 NM 026464 Wdr55 NP
T30262 NM 009146 Frrsi NP
T30528 NM 011461 Spic NP
T30861 NM 008525 Alad NP
T31177 NM 177564 BC022224 NP
T31242 NM 181849 Fab NP
T31238 NM 010531 1118bp NP
T36214 NM 007800 Ctsa NP
T36584 NM 008491 Lcn2 NP
T36625 NM 008572 Mcpt8 NP
T37518 NM 177115 37682 NP
Visel A, Thaller C, Eichele G. "GenePaint.org: an atlas of gene expression patterns
T37548 NM_026212 Agpat2 NO CONCORDANCE in the mouse embryo." Nucleic Acids Res 2004 Jan 1,32(Database issue):D552-6
T30120 NM 016751 Clecaf NP
T30968 NM 023737 Ehhadh NP
T31016 NM 027062 C8qg NP
Romand R, Kondo T, Fraulob V, Petkovich M, Dolle P, Hashino E. "Dynamic
T31697 NM_178713 Aldh8a1l CONCORDANCE expression of retinoic acid-synthesizing and -metabolizing enzymes in the
developing mouse inner ear." J Comp Neurol 2006 Jun 10,496(5):643-54
T37082 NM 138673 Stab2 NP
T36464 NM 175000 Hbal NP
T37646 NM 023785 Cxcl7 NP
T31265 NM 178936 Tmem56 NP
T38059 NM 178931 Tnfrsf14 NP
T31407 NM 008254 Hmacl NP
T38067 NM 027763 Tremll NP
T38095 NM 023500 Xkh NP
T31621 NM 181420 BC032265 NP
T39081 NM 133246 Ms4a3 NP
T39334 XM 914077 LOC545486 NP
T39919 NM 001033488 Gm1964 NP
T37793 XM 001002626 Gm323 NP
T31656 NM 019949 Ube2l6 NP
T39636 NM 013730 Slamf1 NP
T37994 NM 173051 Serpinblc NP
T63033 NM 010575 Itga2b NP
T45073 NM 010190 Fcnb NP
T45189 S$66283 Spnb1 NP
T70034 MIMAT0004870 mmu-miR-453 NP:microRNA
T6962 NM 133993 Pwp1l NP
T6275 NM 080434 Apoa5 NP
T4913 NM 054094 Bucs1 NP
T6471 NM 019734 Asah1l NP
T6515 NM 026434 Rbm18 NP
Tucker ES, Segall S, Gopalakrishna D, Wu Y, Vernon M, Polleux F, Lamantia
ASJIMolecular specification and patterning of progenitor cells in the lateral and
T6164 NM_145442 Mbip NO CONCORDANCE |medial ganglionic eminences. J. Neurosci. 2008 Sep 17,28(38):9504-18.
T2760 NM 172372 Wdr45 NP
T8173 NM 026812 1110033009Rik NP
T7968 NM 028798 2300002G24Rik NP
T8216 NM 008403 Itgbibp1 NP
T9979 NM 011359 Sftpc NP
T48 NM 011247 Rbbp6 NP
T36440 XM 977462 Gm632 NP
T36888 NM 138605 Ppp1r3f NP
T36222 NM 007814 Cyp2b19 NP




137377 XM 485433 4930544015Rik NP
Meunier D, Aubin J, Jeannotte L. "Perturbed thyroid morphology and transient
T37174 NM_009417 Tpo NO CONCORDANCE |hypothyroidism symptoms in Hoxa5 mutant mice." Dev Dyn 2003 Jul,227(3):367-
78
137797 NM 001033246 Gm172 NP
T36519 NM 172161 Irak2 NP
T39769 AK034327 9330178D15 NP
T472 NM 026210 1810036124Rik NP
T1670 NM 013593 Mb NP
T2081 NM 146242 Lrrc10 NP
Cameron VA, Aitken GD, Ellmers L], Kennedy MA, Espiner EA. "The sites of gene
expression of atrial, brain, and C-type natriuretic peptides in mouse fetal
T1653 NM_008726 Nppb CONCORDANCE development: temporal changes in embryos and placenta." Endocrinology 1996
Mar,137(3):817-24
T5933 NM 008590 Mest NP
T7325 NM 008424 Kcnel NP
T4941 NM 026977 1810031K17Rik NP
T4371 NM 145367 Txndc5 NP
T4400 NM 011366 Sh3d4 NP
T6397 NM 013483 Btnlal NP
Bourgeois P, Bolcato-Bellemin AL, Danse JM, Bloch-Zupan A, Yoshiba K, Stoetzel C,
. PARTIAL Perrin-Schmitt F. "The variable expressivity and incomplete penetrance of the twist-
T7934 NM_011658 Twist1 CONCORDANCE null heterozygous mouse phenotype resemble those of human Saethre-Chotzen
syndrome." Hum Mol Genet 1998 Jun,7(6):945-57
T9824 NM 023129 Pln NP
T4377 NM 153805 Pkn3 NP
Zeller R, Bloch KD, Williams BS, Arceci R], Seidman CE. "Localized expression of the
T10016 NM_008725 Nppa CONCORDANCE atrial natriuretic factor gene during cardiac embryogenesis." Genes Dev 1987
Sep,1(7):693-8
T10015 NM 013868 Hspb7 NP
Chuva de Sousa Lopes SM, Hassink RJ, Feijen A, van Rooijen MA, Doevendans PA,
T9977 NM_010861 Myl2 CONCORDANCE Tertoolen L, Brutel de la Riviere A, Mummery CL. "Patterning the heart, a template
for human cardiomyocyte development." Dev Dyn 2006 Apr 28,235(7):1994-2002
Mommersteeg MT, Brown NA, Prall OW, de Gier-de Vries C, Harvey RP, Moorman AF,
T9973 NM_009406 Tnni3 CONCORDANCE Christoffels VM. "Pitx2c and Nkx2-5 are required for the formation and identity of
the pulmonary myocardium." Circ Res 2007 Oct 26,101(9):902-9
Kastner P, Messaddeq N, Mark M, Wendling O, Grondona JM, Ward S, Ghyselinck N,
Chambon P. Vitamin A deficiency and mutations of RXRalpha, RXRbeta and
T9980 NM_022879 Myl7 CONCORDANCE RARalpha lead to early differentiation of embryonic ventricular cardiomyocytes.,
Development 1997 Dec,124(23):4749-58
T35348 NM 026831 Mybphl NP
T45 NM 028990 8430437G11Rik NP
T217 NM 019750 Nat6 NP
T186 NM 009400 Tnfrsf18 NP
T123 NM 017470 Dnalc4 NP
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