Schrimpf et al., Figure S8
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Figure S8

Statistical bias analysis of the protein parameters length, pl, and hydrophobicity. Distributions

of the parameters of the identified proteins vs. all proteins in WormBase (WS140). Overrepresented
areas are shown in green, underrepresented areas in yellow (p-values were better than 1e-10,

for details about the applied statistics see [10]).



