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FATTY ACID METABOLISM: REACTOME: 8978868

PPARA ACTIVATES GENE EXPRESSION: REACTOME:
1989781

Resveratrol-treated vs. Type II

Resveratrol-treated vs. Type III

FATTY ACID METABOLISM: REACTOME: 8978868
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Resveratrol-treated vs. Type II

Up: 817 genesDown: 560 genes
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All TEs
Resveratrol-treated vs. Type II

Up: 44 genesDown: 13 genes
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All TEs
Resveratrol-treated vs. Type II

Up: 59 genesDown: 21 genes

−10 −5 0 5 10

0

10

20

30

40

Log2(fold-change)
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Resveratrol-treated vs. Type III

Up: 285 genesDown: 1129 genes
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Resveratrol-treated vs. E5

Up: 109 genesDown: 2101 genes
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Spliceosome: KEGG: hsa03040

NES: -1.47
FDR: 2.6e−02

Ribosome: KEGG: hsa03010

NES: -2.37
FDR: 3.6e−09

EUKARYOTIC TRANSLATION ELONGATION:
REACTOME: R−HSA−156842.2

NES: -2.37
FDR: 3.5e−09

NONSENSE MEDIATED DECAY (NMD) INDEPENDENT
OF THE EXON JUNCTION COMPLEX (EJC):
REACTOME DATABASE ID RELEASE 72: 975956

NES: -2.36
FDR: 3.5e−09

Resveratrol-treated vs. E5

NES: 1.66
FDR: 2.2e−03

NES: 1.92
FDR: 1.6e−04

NES: -1.63
FDR: 1.3e−02


