
S17 Fig

S17 Fig. Network proximity analysis of asthma and COVID-19 taking into consideration the directionalities
of the differential gene expression. The up- and down- expressed genes in the two asthma datasets
(GSE63142 and GSE130499, severe vs. control) were computed against the up- and down- expressed genes
from the SARS2-DEG dataset. Overall, the results show more significant network proximities and smaller z scores
than when the direction is not considered, as in Fig 4.


