Supporting Table 1

Padlock Probes

Mus musculus achaete-scute family bHLH transcription factor 1 (Ascl1), mRNA

NCBI Reference Sequence: NM_008553.4

https://www.ncbi.nlm.nih.gov/nuccore/NM 008553.4

Ascl1_m_pr1_A1_SpIR

TCCAGCAGCTCTTGTTCCTTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTCAGAACCAGTTGGTAAAG
Recognised mRNA Sequence

GAGGAACAAGAGCTGCTGGACTTTACCAACTGGTTCTGAG 1230-1269
Barcode

AAGA

5Tm 3'Tm Target Tm

57.32 56.35 77.85

Mus musculus achaete-scute family bHLH transcription factor 1 (Ascl1), mMRNA

NCBI Reference Sequence: NM_008553.4

https://www.ncbi.nlm.nih.gov/nuccore/NM 008553.4

Ascl1_m_pr2_A1_SpIR

ATATAGTGTCTGTCTGTGTGTCCTCTATGATTACTGACTGCGTCTATITAGTGGAGCC CTATCTTCTTTIGTTAGTGGTTGGGAGTTA
Recognised mRNA Sequence

CACACAGACAGACACTATATTAACTCCCAACCACTAACAG 1600-1639
Barcode

AAGA

5 Tm 3'Tm Target Tm

54.3 53.01 74.7

Mus musculus achaete-scute family bHLH transcription factor 1 (Ascl1), mRNA

NCBI Reference Sequence: NM_008553.4

https://www.ncbi.nlm.nih.gov/nuccore/NM 008553.4

Ascl1_m_pr3_A1_SpIR

GGCAAATGTCCATAGATCGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTGACGTTGCTTCAATGGA
Recognised mRNA Sequence

CGATCTATGGACATTTGCCTCCATTGAAGCAACGTCAGTTC 1751-1791
Barcode

AAGA

5 Tm 3'Tm Target Tm

55.17 55.17 76.75

Mus musculus calcitonin/calcitonin-related polypeptide, alpha (Calca), transcript variant 4, mRNA

NCBI Reference Sequence: NM_001305616.1

http://www.ncbi.nim.nih.gov/nuccore/NM 001305616.1

Calca_m_pr1_A1_SpIR

TATAGGAAGAAAGCAAGAAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTAGGAACTACATGCATCAAGT
Recognised mRNA Sequence

CTTCTTGCTTTCTTCCTATAACTTGATGCATGTAGTTCCTC 615-655
Barcode

GTAT

5 Tm 3'Tm Target Tm

52.25 54.3 73.78

Mus musculus calcitonin/calcitonin-related polypeptide, alpha (Calca), transcript variant 4, mMRNA

NCBI Reference Sequence: NM_001305616.1

http://www.ncbi.nim.nih.gov/nuccore/NM 001305616.1

Calca_m pr2_A1_SpIR

CTTGTGTGTACGTGCCCAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTAGGTGTGAAACTTGTTGAGGT
Recognised mRNA Sequence

CTGGGCACGTACACACAAGACCTCAACAAGTTTCACACCTTC 456-497
Barcode

GTAT

5Tm 3'Tm Target Tm

59.48 57.43 78.9

Mus musculus calcitonin/calcitonin-related polypeptide, alpha (Calca), transcript variant 1, mRNA

NCBI Reference Sequence: NM_007587.2

https://www.ncbi.nlm.nih.gov/nuccore/NM 007587.2

Calca_m_pr3_A1_SpIR

CCTGGCTTTCATCTGCATATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTGTATCCTCCTGCTCCAGCTC
Recognised mRNA Sequence

CTATATGCAGATGAAAGCCAGGGAGCTGGAGCAGGAGGAAG 320-360
Barcode

GTAT

5Tm 3'Tm Target Tm

55.17 55.84 78.9

Mus musculus secretoglobin, family 1A, member 1 (uteroglobin) (Scgb1a1), mRNA

NCBI Reference Sequence: NM_011681.2

http://www.ncbi.nlm.nih.gov/nuccore/NM 011681.2

Scgb1al_m _pr7_A2_SpIR

CTTCAGAATCTTAAATCTTGCTTTCCTCTATGATTACTGACGTATATCTTGCGTGACGCTG CTATCTTCTTTTATCTCTGAAATCCAGTGAG
Recognised mRNA Sequence

AAGCAAGATTTAAGATTCTGAAGCTCACTGGATTTCAGAGATA 326-368
Barcode

CTTT

5 Tm 3'Tm Target Tm

55.73 54.3 74.14

Mus musculus secretoglobin, family 1A, member 1 (uteroglobin) (Scgb1a1), mRNA

NCBI Reference Sequence: NM_011681.2

http://www.ncbi.nlm.nih.gov/nuccore/NM 011681.2

Scgb1al_pr7_A2_cDNA

CTCACTGGATTTCAGAGATATCCTCTATGATTACTGACGTATATCTTGCGTGACGCTG CTATCTTCTTTAAGCAAGATTTAAGATTCTGAAG
Recognised mRNA Sequence

AAGCAAGATTTAAGATTCTGAAGCTCACTGGATTTCAGAGATA 326-368
Barcode

CTTT

5 Tm 3'Tm Target Tm

55.73 54.3 74.14

Mus musculus secretoglobin, family 1A, member 1 (uteroglobin) (Scgb1a1), mRNA

NCBI Reference Sequence: NM_011681.2

http://www.ncbi.nlm.nih.gov/nuccore/NM 011681.2

Scgb1al_pr7_A2_SpIR_mis

GTTCAGAATCTTAAATCTTGCTTTCCTCTATGATTACTGACGTATATCTTGCGTGACGCTG CTATCTTCTTTTATCTCTGAAATCCAGTGAG
Recognised mRNA Sequence

AAGCAAGATTTAAGATTCTGAAGCTCACTGGATTTCAGAGATA 326-368
Barcode

CTTT

5 Tm 3'Tm Target Tm

55.73 54.3 74.14

Mus musculus secretoglobin, family 1A, member 1 (uteroglobin) (Scgb1a1), mRNA
NCBI Reference Sequence: NM_011681.2
http://www.ncbi.nim.nih.gov/nuccore/NM 011681.2

Scgb1al pr7 A2 SpIR _Scrambled3arm

CTTCAGAATCTTAAATCTTGCTTTCCTCTATGATTACTGACGTATATCTTGCGTGACGCTG CTATCTTCTTTGAGCACGACGTTATTCTAAT

Recognised mRNA Sequence

AAGCAAGATTTAAGATTCTGAAGCTCACTGGATTTCAGAGATA 326-368
Barcode

CTTT

5 Tm 3'Tm Target Tm

55.73 54.3 74.14

Mus musculus actin, beta (Actb), mRNA

NCBI Reference Sequence: NM_007393.5

https://www.ncbi.nlm.nih.gov/nuccore/NM 007393.5

Actb_m_pr1_A1_SpIR

GGTAACAATGCCATGTTCAATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCAGTTCCATGTCGTCCCAGTT
Recognised mRNA Sequence

ATTGAACATGGCATTGTTACCAACTGGGACGACATGGAGAAGATC 290-334
Barcode

CAGT

5Tm 3'Tm Target Tm

54.3 52.37 75.58

Mus musculus actin, beta (Actb), mRNA

NCBI Reference Sequence: NM_007393.5

https://www.ncbi.nlm.nih.gov/nuccore/NM 007393.5

Actb_m pr1_A1 _cDNA

AACTGGGACGACATGGATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTTITGAACATGGCATTGTTACC
Recognised mRNA Sequence

ATTGAACATGGCATTGTTACCAACTGGGACGACATGGAGAAGATC 290-334
Barcode

CAGT

5Tm 3'Tm Target Tm

54.3 52.37 75.58

Mus musculus surfactant associated protein C (Sftpc), mMRNA

NCBI Reference Sequence: NM_011359.2

http://www.ncbi.nlm.nih.gov/nuccore/NM 011359.2

Sftpc_m_pr7_A2 SpIR

CGGACTCGGAACCAGTATCATCCTCTATGATTACTGACGTATATCTTGCGTGACGCTG CTATCTTCTTTCAGGTCTCTCCCGGAAGAAT
Recognised mRNA Sequence

TGATACTGGTTCCGAGTCCGATTCTTCCGGGAGAGACCTG 521-560

Barcode
GCGC

5 Tm 3'Tm Target Tm
60.45 60.45 80.95

Mus musculus surfactant associated protein C (Sftpc), mMRNA
NCBI Reference Sequence: NM_011359.2
http://www.ncbi.nlm.nih.gov/nuccore/NM 011359.2

Sftpc_m _pr10_A2 SpIR

ACAGACTTCCACCGGTTTCTTCCTCTATGATTACTGACGTATATCTTGCGTGACGCTG CTATCTTCTTTTAGGAGAGACACCTTTCCTTT
Recognised mRNA Sequence

CAGAAACCGGTGGAAGTCTGTAAAGGAAAGGTGTCTCTCCTAC 709-751
Barcode

GCGC

5Tm 3'Tm Target Tm

58.4 57.43 77.9

Mus musculus surfactant associated protein C (Sftpc), mRNA

NCBI Reference Sequence: NM_011359.2

http://www.ncbi.nlm.nih.gov/nuccore/NM 011359.2

Sftpc_m_pr11_A2_SpIR

TCCGATGCTCATCTCAAGTCCTCTATGATTACTGACGTATATCTTGCGTGACGCTG CTATCTICTITITICTGAGTTITCCGGTGC

Recognised mRNA Sequence

CTTGAGATGAGCATCGGAGCACCGGAAACTCAGAAACGC 243-281

Barcode
GCGC

5Tm 3'Tm Target Tm
53.85 53.85 76.63

Mus musculus surfactant associated protein C (Sftpc), mMRNA

NCBI Reference Sequence: NM_011359.2

http://www.ncbi.nlm.nih.gov/nuccore/NM 011359.2

Sftpc_m_pr7_A2_cDNA

ATTCTTCCGGGAGAGACCTGTCCTCTATGATTACTGACGTATATCTTGCGTGACGCTG CTATCTTCTTTIGATACTGGTTCCGAGTCCG
Recognised mRNA Sequence

TGATACTGGTTCCGAGTCCGATTCTTCCGGGAGAGACCTG 521-560

Barcode
GCGC

5 Tm 3'Tm Target Tm
60.45 60.45 80.95

Mus musculus platelet/endothelial cell adhesion molecule 1 (Pecam1), transcript variant 1, mMRNA

NCBI Reference Sequence: NM_008816.3

http://www.ncbi.nim.nih.gov/nuccore/NM 008816.3

Pecam1_m pr1_A1 SpIR

TGGACCAAGTGTGTCACTTTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGATGATAATTTCTGTAAACTCC
Recognised mRNA Sequence

GATGATAATTTCTGTAAACTCCTGGACCAAGTGTGTCACTT 972-1012
Barcode

GGAT

5Tm 3'Tm Target Tm

55.17 54.68 74.9

Mus musculus platelet/endothelial cell adhesion molecule 1 (Pecam1), transcript variant 1, mMRNA

NCBI Reference Sequence: NM_008816.3

http://www.ncbi.nim.nih.gov/nuccore/NM 008816.3

Pecam1_m_pr2 A1 _SpIR

TCATAAGGTGGTAAGTGATGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTGGAAGTCACTCTTTGCTT
Recognised mRNA Sequence

CTGGAAGTCACTCTTTGCTTTCATAAGGTGGTAAGTGATG 1513-1552
Barcode

GGAT

5Tm 3'Tm Target Tm

54.3 56.35 75.83

Mus musculus platelet/endothelial cell adhesion molecule 1 (Pecam1), transcript variant 1, mMRNA

NCBI Reference Sequence: NM_008816.3

http://www.ncbi.nlm.nih.gov/nuccore/NM 008816.3

Pecam1_m_pr4 A1 _SpIR

ACATCATCATAACCGTAATGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTITACTGCATCATTTCCAGAA
Recognised mRNA Sequence

TTTACTGCATCATTTCCAGAAACATCATCATAACCGTAATG 2180-2220
Barcode

GGAT

5 Tm 3'Tm Target Tm

52.25 52.25 72.75

Mus musculus platelet/endothelial cell adhesion molecule 1 (Pecam1), transcript variant 1, mMRNA

NCBI Reference Sequence: NM_008816.3

http://www.ncbi.nlm.nih.gov/nuccore/NM 008816.3

Pecam1_m_pr1_A1_cDNA

GGAGTTTACAGAAATTATCATCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTAAGTGACACACTTGGTCCA
Recognised mRNA Sequence

GATGATAATTTCTGTAAACTCCTGGACCAAGTGTGTCACTT 972-1012
Barcode

GGAT

5 Tm 3'Tm Target Tm

54,68 55,17 74,9

Mus musculus platelet/endothelial cell adhesion molecule 1 (Pecam1), transcript variant 1, mMRNA

NCBI Reference Sequence: NM_008816.3

http://www.ncbi.nim.nih.gov/nuccore/NM 008816.3

Pecam1_m_pr2_A1_cDNA

AAGCAAAGAGTGACTTCCAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCATCACTTACCACCTTATGA
Recognised mRNA Sequence

CTGGAAGTCACTCTTTGCTTTCATAAGGTGGTAAGTGATG 1513-1552
Barcode

GGAT

5Tm 3'Tm Target Tm

56,35 54,3 75,83

Mus musculus platelet/endothelial cell adhesion molecule 1 (Pecam1), transcript variant 1, mRNA

NCBI Reference Sequence: NM_008816.3

http://www.ncbi.nlm.nih.gov/nuccore/NM 008816.3

Pecam1_m_pr4_A1_cDNA

TTCTGGAAATGATGCAGTAATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCATTACGGTTATGATGATGT
Recognised mRNA Sequence

TTTACTGCATCATTTCCAGAAACATCATCATAACCGTAATG 2180-2220
Barcode

GGAT

5Tm 3'Tm Target Tm

52,25 52,25 72,75

Mus musculus cytochrome P450, family 2, subfamily f, polypeptide 2 (Cyp2f2), mRNA

NCBI Reference Sequence: NM_007817.2

https://www.ncbi.nlm.nih.gov/nuccore/NM 007817.2

Cyp2f2_m_pr1_A1_SpIR

ATTGATAAAGTGGATGATGGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTTCAACTCATAATCTTGAAGTTIGTC
Recognised mRNA Sequence

TCACCATCATCCACTTTATCAATGACAACTTCAAGATTATGAG 668-710
Barcode

TCAA

5 Tm 3'Tm Target Tm

52.25 52.25 72.75

Mus musculus cytochrome P450, family 2, subfamily f, polypeptide 2 (Cyp2f2), mRNA

NCBI Reference Sequence: NM_007817.2

https://www.ncbi.nlm.nih.gov/nuccore/NM 007817.2

Cyp2f2_m_pr2_A1_SpIR

AGATAATGTTGGACACAGAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTTCAATCCGAAGACGACAGAGC
Recognised mRNA Sequence

CTCTGTGTCCAACATTATCTGCTCTGTCGTCTTCGGAAGTC 600-640
Barcode

TCAA

5 Tm 3'Tm Target Tm

54.3 54.79 76.69

Mus musculus cytochrome P450, family 2, subfamily f, polypeptide 2 (Cyp2f2), mRNA

NCBI Reference Sequence: NM_007817.2

https://www.ncbi.nlm.nih.gov/nuccore/NM 007817.2

Cyp2f2_m_pr3_A1_SpIR

GCGTGACGCAGTGTGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTTCAAGTATTTCATAAGAATAAGGAAG
Recognised mRNA Sequence

CACCACACTGCGTCACGCCTTCCTTATTCTTATGAAATAC 993-1032
Barcode

TCAA

5 Tm 3'Tm Target Tm

51.57 52.81 74.47

Mus musculus cytochrome P450, family 2, subfamily f, polypeptide 2 (Cyp2f2), mRNA
NCBI Reference Sequence: NM_007817.2
https://www.ncbi.nlm.nih.gov/nuccore/NM 007817.2

Cyp2f2 m pr1_A2 SpIR

ATTGATAAAGTGGATGATGGTCCTCTATGATTACTGACGTATATCTTGCGTGACGCTG CTATCTTTCAACTCATAATCTTGAAGTTGTC
Recognised mRNA Sequence

TCACCATCATCCACTTTATCAATGACAACTTCAAGATTATGAG 668-710
Barcode

TCAA

5 Tm 3'Tm Target Tm

52.25 52.25 72.75

Mus musculus cytochrome P450, family 2, subfamily f, polypeptide 2 (Cyp2f2), mRNA
NCBI Reference Sequence: NM_007817.2
https://www.ncbi.nlm.nih.gov/nuccore/NM 007817.2

Cyp2f2_ m _pr1_A2 SpIR mis3

ATTGATAAAGTGGATGATGGTCCTCTATGATTACTGACGTATATCTTGCGTGACGCTG CTATCTTTCAACTCATAATCTTGAAGTTGTT
Recognised mRNA Sequence

TCACCATCATCCACTTTATCAATGACAACTTCAAGATTATGAG 668-710
Barcode

TCAA

5 Tm 3'Tm Target Tm

52.25 52.25 72.75

Mus musculus lysozyme 2 (Lyz2), mRNA

NCBI Reference Sequence: NM_017372.3

https://www.ncbi.nlm.nih.gov/nuccore/NM_017372.3

Lyz2_m_pr1_A1_SpIR

AGTCAGTGCTTTGGTCTCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTGGTATATTGATCTGAAATATCCCAT
Recognised mRNA Sequence

GAGACCAAAGCACTGACTATGGGATATTTCAGATCAATAG 227-266

Barcode
GGTA

5Tm 3'Tm Target Tm
53.85 51.57 73.65

Mus musculus lysozyme 2 (Lyz2), mRNA

NCBI Reference Sequence: NM_017372.3

https://www.ncbi.nlm.nih.gov/nuccore/NM_017372.3

Lyz2_m_pr2_A1_SpIR

CACAACGTTCATAGACCTTGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTGGTATTTCAGAGTTCTGGCAAACT
Recognised mRNA Sequence

CAAGGTCTATGAACGTTGTGAGTTTGCCAGAACTCTGAAA 84-123

Barcode
GGTA

5Tm 3'Tm Target Tm
56.35 54.3 75.83

Mus musculus lysozyme 2 (Lyz2), mRNA

NCBI Reference Sequence: NM_017372.3

https://www.ncbi.nlm.nih.gov/nuccore/NM_017372.3

Lyz2_m_pr3_A1_SpIR

TCGTGCTGAGCTAAACACATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTGGTACTCGTGTGTTATAATTGCTC

Recognised mRNA Sequence

GTGTGTTTAGCTCAGCACGAGAGCAATTATAACACACGAG 169-208

Barcode
GGTA

5 Tm 3'Tm Target Tm
55.17 54.3 75.75

Mus musculus leucine-rich repeat LGI family, member 3 (Lgi3), mRNA

NCBI Reference Sequence: NM_145219.4

https://www.ncbi.nlm.nih.gov/nuccore/NM 145219.4

Lgi3_m_pr1_A1_SpIR

TCAGTGTGAACTTGTTAGAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTTATGAAGGCATTGTCTCCAA
Recognised mRNA Sequence

CTCTAACAAGTTCACACTGATTGGAGACAATGCCTTCATAG 532-572
Barcode

GTCC

5 Tm 3'Tm Target Tm

54.3 54.3 74.8

Mus musculus leucine-rich repeat LGI family, member 3 (Lgi3), mRNA

NCBI Reference Sequence: NM_145219.4

https://www.ncbi.nlm.nih.gov/nuccore/NM 145219.4

Lgi3_m_pr2_A1_SpIR

GAGCCCAGATGTCATTGTTTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTCTGAAGGTAAACTTGGAGA
Recognised mRNA Sequence

GAACAATGACATCTGGGCTCTCTCCAAGTTTACCTTCAGAG 604-644
Barcode

GTCC

5 Tm 3'Tm Target Tm

55.17 57.43 76.85

Mus musculus leucine-rich repeat LGI family, member 3 (Lgi3), mRNA

NCBI Reference Sequence: NM_145219.4

https://www.ncbi.nlm.nih.gov/nuccore/NM 145219.4

Lgi3_m_pr3_A1_SpIR

ACTAGAGTAAAGGAAAGGTTCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTICTTTCAGAGCCAAGTAGAGGTC

Recognised mRNA Sequence

GAACCTTTCCTTTACTCTAGTGACCTCTACTTGGCTCTGG 953-992

Barcode
GTCC

5 Tm 3'Tm Target Tm
55.47 56.13 76.8

Mus musculus napsin A aspartic peptidase (Napsa), mMRNA
NCBI Reference Sequence: NM_008437.1
https://www.ncbi.nlm.nih.gov/nuccore/NM 008437.1
Napsa_m pr1_A1 SpIR

TGAAGAATCTTGATGACATAGTCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCAGAGGCCAACATCGCTC
Recognised mRNA Sequence

GACTATGTCATCAAGATTCTTCAGAGCGATGTTGGCCTCTG 1177-1217
Barcode

CACG

5 Tm 3'Tm Target Tm

57.51 58.4 77.9

Mus musculus napsin A aspartic peptidase (Napsa), mRNA

NCBI Reference Sequence: NM_008437.1

https://www.ncbi.nlm.nih.gov/nuccore/NM 008437.1

Napsa_m pr2 A1 _SpIR

GTTTAAGATTCTGTGTCCAAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGTTCCCATCCATTCAGTGG

Recognised mRNA Sequence

CTTGGACACAGAATCTTAAACCCACTGAATGGATGGGAAC 268-307

Barcode
CACG

5 Tm 3'Tm Target Tm
55.47 57.32 76.85

Mus musculus napsin A aspartic peptidase (Napsa), mMRNA

NCBI Reference Sequence: NM_008437.1

https://www.ncbi.nlm.nih.gov/nuccore/NM 008437.1

Napsa_m pr3_A1 SpIR

CAAACTGAAGAAATGACATCTTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTATGGTGAAACCAGCATGC

Recognised mRNA Sequence

AGATGTCATTTCTTCAGTTTGGCATGCTGGTTTCACCATC 478-517

Barcode
CACG

5 Tm 3'Tm Target Tm
53.52 53.85 74.7

Mus musculus claudin 18 (Cldn18), transcript variant A1.2, mRNA
NCBI Reference Sequence: NM_001194922.1
https://www.ncbi.nlm.nih.gov/nuccore/NM 0011949221
Cldn18_m pr1_A1_SpIR

TCTTTATGCCATTTCAGATAATTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTTTAAATTGTTTGGTCTGTTCAT
Recognised mRNA Sequence

ATTATCTGAAAT GGCATAAAGAATGAACAGACCAAACAATTTAAG 2459-2503
Barcode

AAGC

5 Tm 3'Tm Target Tm

52.81 52.81 71.45

Mus musculus claudin 18 (Cldn18), transcript variant A1.2, mRNA
NCBI Reference Sequence: NM_001194922.1
https://www.ncbi.nlm.nih.gov/nuccore/NM 001194922 .1
Cldn18_m pr2_A1_SpIR

CTAACTCATAAACGATAACTCATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTTAAAGTGAGTGTTATGGCCT

Recognised mRNA Sequence

CTGAGTTATCGTTTATGAGTTAGAGGCCATAACACTCACTTTAG 1122-1165
Barcode

5Tm 3'Tm Target Tm

54.68 54.3 74.02

Mus musculus claudin 18 (Cldn18), transcript variant A1.2, mRNA
NCBI Reference Sequence: NM_001194922.1
https://www.ncbi.nim.nih.gov/nuccore/NM_001194922.1
Cldn18_m pr3_A1 _SpIR

TATAGACAATGTCAAGGGATGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGGATTTATATAGGATCTTACGC

Recognised mRNA Sequence

CATCCCTTGACATTGTCTATAGCGTAAGATCCTATATAAATCCAA 1776-1820
Barcode

5 Tm 3'Tm Target Tm

55.47 56.54 75.09

Mus musculus CD74 antigen (invariant polypeptide of major histocompatibility complex, class Il antigen-associated) (Cd74), transcript variant 1, mRNA
NCBI Reference Sequence: NM_001042605.1

https://www.ncbi.nlm.nih.gov/nuccore/NM 001042605.1

Cldn18_m pr1_A1_SpIR

CTTGCTCATCTCAAACAAGAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTICTICTCCTCCAGGGAGTT
Recognised mRNA Sequence

CTCTTGTTTGAGATGAGCAAGAACT CCCTGGAGGAGAAGAAG 596-637
Barcode

GTTA

5 Tm 3'Tm Target Tm

57.43 57.32 77.88

Mus musculus CD74 antigen (invariant polypeptide of major histocompatibility complex, class Il antigen-associated) (Cd74), transcript variant 1, mRNA
NCBI Reference Sequence: NM_001042605.1

https://www.ncbi.nIm.nih.gov/nuccore/NM_001042605.1

Cldn18_m pr2_A1_SpIR

AATGTGTCCAGCCTAGGTTATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTTGAGGAGAAGGCAGCA
Recognised mRNA Sequence

CTTAACCTAGGCTGGACACATTTGCTGCCTTCTCCTCAAGGAAG 1221-1264
Barcode

GTTA

5 Tm 3'Tm Target Tm

56.35 56.13 77.82

Mus musculus CD74 antigen (invariant polypeptide of major histocompatibility complex, class Il antigen-associated) (Cd74), transcript variant 1, mRNA
NCBI Reference Sequence: NM_001042605.1

https://www.ncbi.nim.nih.gov/nuccore/NM_001042605.1

Cldn18_ m pr3_A1_SpIR

GGGCTGAGGCACAGGAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGTGACATCAGGGAACATAAGAA
Recognised mRNA Sequence

CTCTCCTGTGCCTCAGCCCTTCTTATGTTCCCTGATGTCAC 964-1004
Barcode

GTTA

5'Tm 3'Tm Target Tm

59.61 58.4 79.95

Mus musculus sprouty RTK signaling antagonist 2 (Spry2), mRNA

NCBI Reference Sequence: NM 011897.3

https://www.ncbi.nlm.nih.gov/nuccore/NM 011897.3

Spry2 _pr1_A1_SpIR

GTCTCCAACTTCTGTTGTTCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTTTAGCTTATGCAATGTGG
Recognised mRNA Sequence

GAACAACAGAAGTTGGAGACCCACATTGCATAAGCTAAAG 1500-1539
Barcode

TCGG

5Tm 3'Tm Target Tm

56.35 54.3 75.83

Mus musculus sprouty RTK signaling antagonist 2 (Spry2), mRNA

NCBI Reference Sequence: NM 011897.3

https://www.ncbi.nlm.nih.gov/nuccore/NM 011897.3

Spry2 _pr2_A1_SpIR

TGCTCAGTGGCTTAACGTCTCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTATGCAGACCCAAATCATCCT
Recognised mRNA Sequence

GACGTTAAGCCACTGAGCAAGGATGATTTGGGTCTGCATG 767-806
Barcode

TCGG

5Tm 3'Tm Target Tm

57.32 56.35 77.85

Mus musculus sprouty RTK signaling antagonist 2 (Spry2), mRNA

NCBI Reference Sequence: NM 011897.3

https://www.ncbi.nlm.nih.gov/nuccore/NM 011897.3

Spry2_pr3_A1_SpIR

AGTCCAACTTCCAAGCAATCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTTCTTTCCAAACTCTGCTTC
Recognised mRNA Sequence

GATTGCTTGGAAGTTGGACTGAAGCAGAGTTTGGAAAGAAG 102-142
Barcode

TCGG

5Tm 3'Tm Target Tm

56.35 57.43 76.9

Mus musculus fibroblast growth factor receptor 2 (Fgfr2), transcript variant 2, mRNA

NCBI Reference Sequence: NM_201601.2

https://www.ncbi.nlm.nih.gov/nuccore/NM_201601.2

FGFR2lllb_m pr1_A1_SpIR

TGGTTGTGAGAGTCAGAATTTCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTGAGATCCAAGTATTCCTCAT
Recognised mRNA Sequence

AATTCTGACTCTCACAACCAATGAGGAATACTTGGATCTC 3159-3198
Barcode

TTAC

5 Tm 3'Tm Target Tm

54.3 54.3 74.8

Mus musculus fibroblast growth factor receptor 2 (Fgfr2), transcript variant 2, mMRNA

NCBI Reference Sequence: NM_201601.2

https://www.ncbi.nlm.nih.gov/nuccore/NM_201601.2

FGFR2lllb_m pr2_A1_SpIR

TCATCTCCATCTCTGATACCATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTTATGTTITCCCAATCATCTICA
Recognised mRNA Sequence

CTGGTATCAGAGAT GGAGATGATGAAGATGATTGGGAAACATAAG 2473-2517
Barcode

TTAC

5 Tm 3'Tm Target Tm

57.43 57.51 76.11

Mus musculus fibroblast growth factor receptor 2 (Fgfr2), transcript variant 2, mRNA

NCBI Reference Sequence: NM_201601.2

https://www.ncbi.nlm.nih.gov/nuccore/NM 201601.2 Mutant Sensitive
FGFR2lllb_m pr3_A1_SpIR

GTATCCTCAACTAAACTGAAGTCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTICTTTCTCCTTICTGGTTCTAAAGTG

Recognised mRNA Sequence

CTTCAGTTTAGTTGAGGATACCACTTTAGAACCAGAAGGAG 1296-1336

Barcode
TTAC

5 Tm 3'Tm Target Tm
55.47 56.35 75.9

Mus musculus advanced glycosylation end product-specific receptor (Ager), transcript variant 3, mRNA

NCBI Reference Sequence: NM 001271423.1

https://www.ncbi.nlm.nih.gov/nuccore/NM 001271423.1

Ager_m_pr1_A1_SpIR

CTTTGCCATCGGGAATCAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTCTTCCTTCACGAGTGTTT
Recognised mRNA Sequence

TTCTGATTCCCGATGGCAAAGAAACACTCGTGAAGGAAGAGAC 502-544
Barcode

TAAC

5 Tm 3'Tm Target Tm

57,32 56,35 77,85

Mus musculus advanced glycosylation end product-specific receptor (Ager), transcript variant 3, mRNA

NCBI Reference Sequence: NM_001271423.1

https://www.ncbi.nlm.nih.gov/nuccore/NM 001271423.1

Ager_m_pr2_A1_SpIR

CAGGAATCTGGTAGACTCGTCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTATCCACAATTTCTGGCTTCC
Recognised mRNA Sequence

CGAGTCTACCAGATTCCTGGGAAGCCAGAAATTGTGGATC 360-399
Barcode

TAAC

5 Tm 3'Tm Target Tm

57,32 56,35 77,85

Mus musculus advanced glycosylation end product-specific receptor (Ager), transcript variant 3, mMRNA

NCBI Reference Sequence: NM 001271423.1

https://www.ncbi.nlm.nih.gov/nuccore/NM 001271423.1

Ager_m_pr3_A1_SpIR

AGGGTGTCTCCTGGTCTCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTAGTGTAAAGAGTCCCGTCTC
Recognised mRNA Sequence

GAAGAGACCAGGAGACACCCTGAGACGGGACTCTTTACACTG 537-578
Barcode

TAAC

5'Tm 3'Tm Target Tm

58,4 58,4 79,98

Mus musculus ets variant 5 (Etv5), mMRNA

NCBI Reference Sequence: NM_023794.2

http://www.ncbi.nlm.nih.gov/nuccore/NM_023794.2

Etv5 m pr5 A1 _SpIR

TATGTACATCTGCTTCCCATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTAGTATGTGACATGTATGTAG
Recognised mRNA Sequence

CTGGGAAGCAGATGTACATACTACATACATGTCACATACTAC 2721-2762
Barcode

ACGT

5Tm 3'Tm Target Tm

53.01 52.25 73.65

Mus musculus ets variant 5 (Etv5), mMRNA

NCBI Reference Sequence: NM_023794.2

http://www.ncbi.nlm.nih.gov/nuccore/NM_023794.2

Etvb m pr6_ A1 _SpIR

AGATTGTCATACACTCGGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGTAGTCCATGATCAACGC
Recognised mRNA Sequence

CCGAGTGTATGACAATCTGCGTTGATCATGGACTACTAAA 1975-2014
Barcode

ACGT

5Tm 3'Tm Target Tm

51.57 53.85 75.49

Mus musculus ets variant 5 (Etv5), mRNA

NCBI Reference Sequence: NM_023794.2

http://www.ncbi.nlm.nih.gov/nuccore/NM_023794.2

Etvb m pr7_A1_SpIR

AGCATTGAGTAGTTTCTTGGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTATCACTTTGAAGGGCTTC
Recognised mRNA Sequence

CCAAGAAACTACTCAATGCTGAAGCCCTTCAAAGTGATAG 74-113
Barcode

ACGT

5 Tm 3'Tm Target Tm

54.3 56.35 75.83
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Mus musculus ets variant 5 (Etv5), mMRNA

NCBI Reference Sequence: NM_023794.2

http://www.ncbi.nlm.nih.gov/nuccore/NM_023794.2

EtvS m pr5 A2 splR

TATGTACATCTGCTTCCCATCCTCTATGATTACTGACGTATATCTTGCGTGACGCTG CTATCTTCTTTAGTATGTGACATGTATGTAG
Recognised mRNA Sequence

CTGGGAAGCAGATGTACATACTACATACATGTCACATACTAC 2721-2762
Barcode

ACGT

5Tm 3'Tm Target Tm

53.01 52.25 73.65

Mus musculus ets variant 5 (Etv5), mRNA

NCBI Reference Sequence: NM_023794.2

http://www.ncbi.nlm.nih.gov/nuccore/NM_023794.2

Etv5 m pr5 A2 splR_mis5

CATGTACATCTGCTTCCCATCCTCTATGATTACTGACGTATATCTTGCGTGACGCTG CTATCTTCTTTAGTATGTGACATGTATGTAG
Recognised mRNA Sequence

CTGGGAAGCAGATGTACATACTACATACATGTCACATACTAC 2721-2762
Barcode

ACGT

5Tm 3'Tm Target Tm

53.01 52.25 73.65

Mus musculus axin 2 (Axin2), mRNA

NCBI Reference Sequence: NM_015732.4
https://www.ncbi.nIm.nih.gov/nuccore/NM_015732.4
Axin2_m_pr1_A1_SpIR

TGGCTGTTGCGTAGGCCTTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTTTTCATTITTCCTTCAGAATATTTCG
Recognised mRNA Sequence

AGGCCTACGCAACAGCCACGAAATATTCTGAAGGAAAAT GAAA 2951-2993
Barcode

ACCG

5 Tm 3'Tm Target Tm

58.4 57.58 77

Mus musculus axin 2 (Axin2), mRNA

NCBI Reference Sequence: NM_015732.4

https://www.ncbi.nlm.nih.gov/nuccore/NM_015732.4

Axin2_m_pr2_A1_SpIR

CTAGCTGTGCCAAAGTGTTGGGTCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTAGCCTGCGGCAGGCTTCCT
Recognised mRNA Sequence

CCCAACACTTTGGCACAGCTAGAGGAAGCCTGCCGCAGGCT

Barcode
ACCG

5Tm 3'Tm Target Tm
63.99 63.8 83.9

2411-2451

Mus musculus axin 2 (Axin2), mRNA

NCBI Reference Sequence: NM_015732.4

https://www.ncbi.nIm.nih.gov/nuccore/NM_015732.4

Axin2_m_pr3_A1_SpIR

GGTGGTGAACGTGCTTCGTTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTAGCGTGGTGGTGGATGTAGT

Recognised mRNA Sequence

ACGAAGCACGTTCACCACCACTACATCCACCACCACGCT 1874-1912

Barcode
ACCG

5 Tm 3'Tm Target Tm
59.48 60.45 81.01

tdTomato Ai9 3903-5333bp of the vector
https://www.addgene.org/22799/sequences/
tdTomato_Ai9 pr1_A2 SpIR
TGGTGTCCACGTAGTAGTAGTCCTCTATGATTACTGACGTATATCTTGCGTGACGCTG CTATCTTCTTTGGGAGGTGATGTCCAGCT
Recognised mRNA Sequence
CTACTACTACGTGGACACCAAGCTGGACATCACCTCCCAC

576-615 & 1302-1341

Barcode

GATT

5Tm 3'Tm Target Tm
58.4 58.4 79.98

tdTomato Ai9 3903-5333bp of the vector

https://www.addgene.org/22799/sequences/

tdTomato_Ai9 pr2 A2 SpIR

CATGTTGTTGTCCTCGGAGTCCTCTATGATTACTGACGTATATCTTGCGTGACGCTG CTATCTTCTTITATGAACTCTTTGATGACGGC
Recognised mRNA Sequence

CTCCGAGGACAACAACATGGCCGTCATCAAAGAGTTCATG

Barcode
GATT

5Tm 3'Tm Target Tm
57.32 56.35 77.85

726-765

Mus musculus podoplanin (Pdpn), transcript variant 1, mMRNA
NCBI Reference Sequence: NM_010329.3
http://www.ncbi.nlm.nih.gov/nuccore/NM _010329.3
Pdpn_m_pr1_SpiIntR_A1

TGCTTAGGACTGGGCTGGAATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGGAACTGAAGGCACAGTGGA
Recognised mRNA Sequence

ATTCCAGCCCAGTCCTAAGCATCCACTGTGCCTTCAGTTCCGGGA 1267-1311
Barcode

ATCG

5 Tm 3'Tm Target Tm

60.45 60.45 80.95

Mus musculus podoplanin (Pdpn), transcript variant 1, mRNA

NCBI Reference Sequence: NM_010329.3

http://www.ncbi.nim.nih.gov/nuccore/NM 010329.3

Pdpn_m_pr2_SpintR_A1

TCTTCCTCCACAGGAAGAGGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTIGGGCACGCCATGGGTCA
Recognised mRNA Sequence

ATCCTCTTCCTGTGGAGGAAGATGACCCATGGCGTGCCCACCCA

Barcode
ATCG

5 Tm 3'Tm Target Tm
60.45 60.68 82.14

862-905

Mus musculus podoplanin (Pdpn), transcript variant 1, mRNA
NCBI Reference Sequence: NM_010329.3
http://www.ncbi.nlm.nih.gov/nuccore/NM_010329.3
Pdpn_m_pr3_SpintR_A1

TGGTACCAGAGGTGCCTTGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCCCACGCTCTCTCTGCGT

Recognised mRNA Sequence

TGGCAAGGCACCTCTGGTACCAACGCAGAGAGAGCGTGGGACGAA 498-542
Barcode

ATCG

5 Tm 3'Tm Target Tm

59.48 60.68 82.23

Mus musculus interleukin 13 receptor, alpha 1 (ll13ra1), mRNA

NCBI Reference Sequence: NM_133990.5

https://www.ncbi.nlm.nih.gov/nuccore/NM 133990.5

113ra1_m pr1_A1_SpIR

CCCTAAGGCCTGGAGATTATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCAATGTACTCATATCTTITATGAGT
Recognised mRNA Sequence

GTAATCTCCAGGCCTTAGGGACTCATAAAGATATGAGTACATTG 3420-3463
Barcode

GATC

5 Tm 3'Tm Target Tm

57.32 56.69 76.04

Mus musculus interleukin 13 receptor, alpha 1 (ll13ra1), mRNA

NCBI Reference Sequence: NM_133990.5

https://www.ncbi.nlm.nih.gov/nuccore/NM 133990.5

1M13ra1_m pr2_A1_SpIR

AGCAGGAGAAACTGCAATATCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCAAGCCTTCTTTCTAGTGAAT
Recognised mRNA Sequence

GATATTGCAGTTTCTCCTGCTATTCACTAGAAAGAAGGCTTG

Barcode
GATC

5 Tm 3'Tm Target Tm
57.43 55.47 75.97

3088-3129

Mus musculus interleukin 13 receptor, alpha 1 (lI13ra1), mRNA

NCBI Reference Sequence: NM_133990.5

https://www.ncbi.nlm.nih.gov/nuccore/NM 133990.5

1M13ra1_m pr3_A1 _SpIR

GGAAATATAATGATCTTAAGCCTCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTCCAGGATCAGGAATTGGA
Recognised mRNA Sequence

GGCTTAAGATCATTATATTTCCTCCAATTCCTGATCCTGG 1183-1222
Barcode

GATC

5 Tm 3'Tm Target Tm

54.68 53.85 74.8

Mus musculus forkhead box Q1 (Foxg1), mRNA

NCBI Reference Sequence: NM 008239.4

https://www.ncbi.nlm.nih.gov/nuccore/NM_008239.4

Foxq1_m_pr1_A1_SpIR

GAAGACAAGCGAGGAATGAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGAGGTTTAGAGACTTITGAGCG
Recognised mRNA Sequence

CTCATTCCTCGCTTGTCTTCCGCTCAAAGTCTCTAAACCTC 451-491
Barcode

ATAT

5Tm 3'Tm Target Tm

58.4 59.38 78.9

Mus musculus forkhead box Q1 (Foxg1), mRNA

NCBI Reference Sequence: NM 008239.4

https://www.ncbi.nlm.nih.gov/nuccore/NM_008239.4

Foxq1_m_pr2_A1_SpIR

CGCAAATAGGAGGGAAAGGATCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTGTAAATCAGTGGAAGGCGTGA
Recognised mRNA Sequence

CTTTCCTTTCCCTCCTATTTGCGTCACGCCTTCCACTGATTTAC

Barcode
ATAT

5Tm 3'Tm Target Tm
58.4 59.38 78.9

2239-2282

Mus musculus forkhead box Q1 (Foxg1), mRNA

NCBI Reference Sequence: NM 008239.4

https://www.ncbi.nlm.nih.gov/nuccore/NM_008239.4

Foxq1_m_pr3_A1_SpIR

GCCTGCAACATTTCAATTCAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTICTTTCTAATAAAGCTGTAGCCGTT
Recognised mRNA Sequence

CTGAATTGAAATGTTGCAGGCAACGGCTACAGCTTTATTAG 2548-2588
Barcode

ATAT

5 Tm 3'Tm Target Tm

57.43 54.3 75.9

Mus musculus glycoprotein 2 (zymogen granule membrane) (Gp2), mRNA
NCBI Reference Sequence: NM_025989.4
https://www.ncbi.nlm.nih.gov/nuccore/NM 025989.4
Gp2_m_pr1_A1_SpIR

CCTTGATCTCATTATCTCCACTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCAAACACTTGTCCAACTTCA
Recognised mRNA Sequence

GTGGAGATAATGAGATCAAGGTGAAGTTGGACAAGTGTTTG 813-853
Barcode

GTAC

5 Tm 3'Tm Target Tm

57.43 54.3 75.9

Mus musculus glycoprotein 2 (zymogen granule membrane) (Gp2), mRNA

NCBI Reference Sequence: NM_025989.4

https://www.ncbi.nlm.nih.gov/nuccore/NM 025989.4

Gp2_m_pr2_A1_SpIR

CAATATACATTGCATTTCCAGGTCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTCAACTCTACCCAGGAGTTAT
Recognised mRNA Sequence

CCTGGAAATGCAATGTATATTGATAACTCCTGGGTAGAGTTG

Barcode
GTAC

5 Tm 3'Tm Target Tm
56.54 56.35 75.97

1842-1883

Mus musculus glycoprotein 2 (zymogen granule membrane) (Gp2), mRNA
NCBI Reference Sequence: NM_025989.4
https://www.ncbi.nlm.nih.gov/nuccore/NM 025989.4
Gp2_m_pr3_A1_SpIR

CATAGAGTATAGACTCCACTGTCCTCTATGATTACTGACTGCGTCTATITAGTGGAGCC CTATCTTCTTTCTCTATTTAAGAGGACACCCA

Recognised mRNA Sequence

CAGTGGAGTCTATACTCTATGTGGGTGTCCTCTTAAATAGAG 1251-1292
Barcode

GTAC

5 Tm 3'Tm Target Tm

57.43 57.43 76.95

Mus musculus SAM pointed domain containing ets transcription factor (Spdef), transcript variant 1, mRNA

NCBI Reference Sequence: NM_013891.4

https://www.ncbi.nlm.nih.gov/nuccore/NM 013891.4

Spdef m pr1_A1 SpIR

ATGATGCCCTTCTTGTAATACTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGAGAGATGTCGGGTTTACGA
Recognised mRNA Sequence

GTATTACAAGAAGGGCATCATTCGTAAACCCGACATCTCTCAG 1328-1370
Barcode

AATT

5 Tm 3'Tm Target Tm

55.47 58.4 76.9

Mus musculus SAM pointed domain containing ets transcription factor (Spdef), transcript variant 1, mRNA

NCBI Reference Sequence: NM_013891.4

https://www.ncbi.nim.nih.gov/nuccore/NM_013891.4

Spdef m pr2 A1 _SpIR

TAGCTCCCTCGATCTTCCTTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGTTCCGTTTGTGAACAATCC
Recognised mRNA Sequence

CAGGAAGATCGAGGGAGCTAGGATTGTTCACAAACGGAAC

Barcode
AATT

5 Tm 3'Tm Target Tm
57.32 56.35 77.85

1578-1617

Mus musculus SAM pointed domain containing ets transcription factor (Spdef), transcript variant 1, mRNA

NCBI Reference Sequence: NM_013891.4

https://www.ncbi.nlm.nih.gov/nuccore/NM_013891.4

Spdef m pr3_A1 _SpIR

CAGACAGGCCCTGCTCATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGTTAAAGTAAGAGAGGTAGAAAG
Recognised mRNA Sequence

CTGAGCAGGGCCTGTCTGCTTTCTACCTCTCTTACTTTAAC 577-617
Barcode

AATT

5 Tm 3'Tm Target Tm

57.2 57.51 77.88

Mus musculus lipase, gastric (Lipf), mMRNA

NCBI Reference Sequence: NM_026334.3

https://www.ncbi.nIm.nih.gov/nuccore/NM_026334.3

Lifp_m_pr1_A1_SpIR

GGCTGGAAGGTCATATTTAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTGTACAATGAAGTCTATGGT
Recognised mRNA Sequence

CTAAATATGACCTTCCAGCCACCATAGACTTCATTGTACAG 484-524
Barcode

TGCA

5Tm 3'Tm Target Tm

56.35 55.47 75.9

Mus musculus lipase, gastric (Lipf), mMRNA

NCBI Reference Sequence: NM_026334.3

https://www.ncbi.nlm.nih.gov/nuccore/NM_026334.3

Lipf_m_pr2_A1_SpIR

AGTAACAACTTCATATTCCTCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCCAGAATGTAGCCATCTTC
Recognised mRNA Sequence

GAGGAATATGAAGTTGTTACTGAAGATGGCTACATTCTGG

Barcode
TGCA

5Tm 3'Tm Target Tm
53.52 55.17 74.8

186-225

Mus musculus lipase, gastric (Lipf), mMRNA

NCBI Reference Sequence: NM_026334.3

https://www.ncbi.nlm.nih.gov/nuccore/NM_026334.3

Lipf_m_pr3_A1_SpIR

TCAAAGCGACTCACATTTAAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGGATTATGCCCTAGATACACA
Recognised mRNA Sequence

CTTAAATGTGAGTCGCTTTGATGTGTATCTAGGGCATAATCC 854-895
Barcode

TGCA

5 Tm 3'Tm Target Tm

55.47 57.43 75.97

Mus musculus demilune cell and parotid protein 3 (Dcpp3), mRNA
NCBI Reference Sequence: NM_001077633.1
https://www.ncbi.nlm.nih.gov/nuccore/NM_001077633.1
Dcpp3_m_pr1_A1_SpIR

GTCATCATAGTTGAACTGAATTCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCATACACTTGACCGTCCTT
Recognised mRNA Sequence

GAATTCAGTTCAACTATGATGACAAGGACGGTCAAGTGTATG 214-255
Barcode

AGCT

5 Tm 3'Tm Target Tm

57.51 55.17 75.97

Mus musculus demilune cell and parotid protein 1 (Dcpp1), mRNA

NCBI Reference Sequence: NM_019910.2

https://www.ncbi.nlm.nih.gov/nuccore/NM 019910.2

Dcpp1_m pr1_A1 _SpIR

AAGCCGAAGGAGTGTATGTTCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTGTCGTAAAGATTATCTGAGTTA
Recognised mRNA Sequence

CACATACACTCCTTCGGCTTTAACTCAGATAATCTTTACGAC 330-371
Barcode

ACGT

5 Tm 3'Tm Target Tm

55.17 54.68 74.9

Mus musculus demilune cell and parotid protein 1 (Dcpp1), mMRNA

NCBI Reference Sequence: NM_019910.2

https://www.ncbi.nlm.nih.gov/nuccore/NM 019910.2

Dcpp1_m pr2_ A1 _SpIR

ACCCTTAAGAAATACCCGGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTGAATTCCAACAATCAATCT
Recognised mRNA Sequence

CCGGGTATTTCTTAAGGGTAGATTGATTGTTGGAATTCAG

Barcode
ACGT

5 Tm 3'Tm Target Tm
55.17 53.52 74.8

186-225

Mus musculus demilune cell and parotid protein 1 (Dcpp1), mMRNA

NCBI Reference Sequence: NM_019910.2

https://www.ncbi.nlm.nih.gov/nuccore/NM 019910.2

Dcpp1_m pr3 A1 _SpIR

GTACTCTAGCTTCCCTAACGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGTATTATGTGGGCAATTCTGA
Recognised mRNA Sequence

CGTTAGGGAAGCTAGAGTACTCAGAATTGCCCACATAATAC 399-439
Barcode

ACGT

5 Tm 3'Tm Target Tm

58.4 55.47 76.9

Mus musculus transient receptor potential cation channel, subfamily M, member 5 (Trpm5), mRNA

NCBI Reference Sequence: NM_020277.2

https://www.ncbi.nIm.nih.gov/nuccore/NM_020277.2

Trpm5_m_pr1_A1_SpIR

TGTCCAAGAAGTGATCTGTAGTCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTGTTTCATTICTCTTAGGAAGGGA
Recognised mRNA Sequence

CTACAGATCACTTCTTGGACATCCCTTCCTAAGAGAATGAAACTC 3676-3720
Barcode

GTAC

5Tm 3'Tm Target Tm

57.43 58.4 77

Mus musculus transient receptor potential cation channel, subfamily M, member 5 (Trpm5), mRNA

NCBI Reference Sequence: NM_020277.2

https://www.ncbi.nlm.nih.gov/nuccore/NM_020277.2

Trpm5_m_pr2_A1_SpIR

ACCCAACTGCTTGTGAATAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTCTACAATGATGATCTTAGG
Recognised mRNA Sequence

CTATTCACAAGCAGTTGGGTCCTAAGATCATCATTGTAGAG

Barcode
GTAC

5Tm 3'Tm Target Tm
56.35 55.47 75.9

2645-2685

Mus musculus transient receptor potential cation channel, subfamily M, member 5 (Trpm5), mRNA

NCBI Reference Sequence: NM_020277.2

https://www.ncbi.nIm.nih.gov/nuccore/NM_020277.2

Trpm5_m_pr3_A1_SpIR

GTCTACAGGCTTTATAGAAAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGTTITAGCTGATTTGAGGTG
Recognised mRNA Sequence

CTTTCTATAAAGCCTGTAGACCACCTCAAATCAGCTAAAC 4094-4133
Barcode

GTAC

5Tm 3'Tm Target Tm

55.47 53.01 74.8

Mus musculus interleukin 25 (1125), mMRNA

NCBI Reference Sequence: NM_080729.3

https://www.ncbi.nlm.nih.gov/nuccore/NM_080729.3

125 _m_pr1_A1_SpIR

TGCCACAACAGCATCCTCTATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTITAGTCCGTTCCTGAGTAGAAA
Recognised mRNA Sequence

CTAGAGGATGCTGTTGTGGCATTTCTACTCAGGAACGGACTC 796-837
Barcode

TTAA

5 Tm 3'Tm Target Tm

58.4 56.35 77.88

Mus musculus interleukin 25 (1125), mMRNA

NCBI Reference Sequence: NM_080729.3

https://www.ncbi.nlm.nih.gov/nuccore/NM_080729.3

125 _m_pr2_A1_SpIR

CATAGCTCCAAGGAGAGATGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGATTCAAGTCCCTGTCCAACT
Recognised mRNA Sequence

CATCTCTCCTTGGAGCTATGAGTTGGACAGGGACTTGAATC

Barcode
TTAA

5 Tm 3'Tm Target Tm
58.4 59.38 78.9

310-350

Mus musculus interleukin 25 (1125), mMRNA

NCBI Reference Sequence: NM_080729.3

https://www.ncbi.nlm.nih.gov/nuccore/NM_080729.3

125 _m_pr3_A1_SpIR

GGTAAAGTGGGACGGAGTTTCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTGTAGAAGACCGTCTGGTTGT
Recognised mRNA Sequence

CAACTCCGTCCCACTTTACCACAACCAGACGGTCTTCTAC 436-475
Barcode

TTAA

5 Tm 3'Tm Target Tm

57.32 58.4 78.9

Mus musculus guanine nucleotide binding protein (G protein), gamma 13 (Gng13), transcript variant 1, mMRNA
NCBI Reference Sequence: NM_022422.5

https://www.ncbi.nlm.nih.gov/nuccore/NM_022422.5

Gng13_m_pr1_A1_SpIR

CACCTTACAGAGAGTGTGGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGGAGAAGTCTATTTATAAAGTCA
Recognised mRNA Sequence

CCACACTCTCTGTAAGGTGTGACTTTATAAATAGACTTCTCC 352-393
Barcode

GGCC

5 Tm 3'Tm Target Tm

57.32 55.73 75.97

Mus musculus guanine nucleotide binding protein (G protein), gamma 13 (Gng13), transcript variant 1, mMRNA

NCBI Reference Sequence: NM_022422.5

https://www.ncbi.nlm.nih.gov/nuccore/NM_022422.5

Gng13_m _pr2_A1_SpIR

TCTACCTCCTTCTTCATCTGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCAGTTGGTACTTGAGGCTC
Recognised mRNA Sequence

CAGATGAAGAAGGAGGTAGAGAGCCTCAAGTACCAACTGG

Barcode
GGCC

5 Tm 3'Tm Target Tm
56.35 57.32 77.85

162-201

Mus musculus guanine nucleotide binding protein (G protein), gamma 13 (Gng13), transcript variant 1, mRNA

NCBI Reference Sequence: NM_022422.5

https://www.ncbi.nlm.nih.gov/nuccore/NM_022422.5

Gng13_m _pr3_A1_SpIR

TCAGGTCTGGGTTCAGGAATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTTACCCAAGGGTTGTTCTTCA

Recognised mRNA Sequence

CTTCCTGAACCCAGACCTGATGAAGAACAACCCTTGGGTA 278-317

Barcode
GGCC

5 Tm 3'Tm Target Tm
57.32 56.35 77.85

Mus musculus arachidonate 5-lipoxygenase activating protein (Alox5ap), transcript variant 1, mRNA

NCBI Reference Sequence: NM_009663.2

https://www.ncbi.nIm.nih.gov/nuccore/NM_009663.2

Alox5ap_m_pr1_A1_SpIR

AGATGAGGTAATGGTTGAGTATTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTAAAGTCGCTTCCGAAGAAGA
Recognised mRNA Sequence

GATACTCAACCATTACCTCATCTTCTTCTTCGGAAGCGACTTTG 496-539
Barcode

CTAG

5Tm 3'Tm Target Tm

56.54 56.35 75.97

Mus musculus arachidonate 5-lipoxygenase activating protein (Alox5ap), transcript variant 1, mRNA

NCBI Reference Sequence: NM_009663.2

https://www.ncbi.nIm.nih.gov/nuccore/NM_009663.2

Alox5ap_m_pr2_A1_SpIR

ATCTTCAGAAAGCAGGATAAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCACGTGTCTGATTACAAGAC
Recognised mRNA Sequence

CTTATCCTGCTTTCTGAAGATGTCTTGTAATCAGACACGTG

Barcode
CTAG

5Tm 3'Tm Target Tm
55.47 56.35 75.9

834-874

Mus musculus arachidonate 5-lipoxygenase activating protein (Alox5ap), transcript variant 1, mRNA

NCBI Reference Sequence: NM_009663.2

https://www.ncbi.nIm.nih.gov/nuccore/NM_009663.2

Alox5ap_m _pr3_A1_SpIR

TGGTGAGCGTCCTTCTCTGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGTTATGATGCGTCTCTATTIGATC
Recognised mRNA Sequence

CAGAGAAGGACGCTCACCAGATCAATAGAGACGCATCATAAC 606-647
Barcode

CTAG

5Tm 3'Tm Target Tm

59.48 59.29 78.9

Mus musculus forkhead box |11 (Foxi1), mRNA

NCBI Reference Sequence: NM_ 023907 .4
https://www.ncbi.nlm.nih.gov/nuccore/NM_023907 .4
Foxi1_m_pr1_A1_SpIR

CACAGATTCTTCCAAGCTTCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTTGAATGCTGTTTAGAAAGAG
Recognised mRNA Sequence

GAAGCTTGGAAGAATCTGTGCTCTTTCTAAACAGCATTCAAG 1305-1346
Barcode

CCGG

5 Tm 3'Tm Target Tm

56.35 56.54 75.97

Mus musculus forkhead box 11 (Foxi1), mRNA

NCBI Reference Sequence: NM 023907 .4

https://www.ncbi.nlm.nih.gov/nuccore/NM_023907 .4

Foxi1_m_pr2_A1_SpIR

ACCTTGTTTCTCTCGGAAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCATGCTTATTICTGCTCATTTG
Recognised mRNA Sequence

CTTCCGAGAGAAACAAGGT CAAATGAGCAGAATAAGCATG

Barcode
CCGG

5 Tm 3'Tm Target Tm
55.17 55.47 75.83

2069-2108

Mus musculus forkhead box 11 (Foxi1), mRNA

NCBI Reference Sequence: NM 023907 .4

https://www.ncbi.nlm.nih.gov/nuccore/NM_023907.4

Foxi1_m_pr3_A1_SpIR

TCTATCTCTAGACTTCAGTGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTCTATGGAACAGAAGTTGT

Recognised mRNA Sequence

CACTGAAGTCTAGAGATAGAACAACTTCTGTTCCATAGAGC 1173-1213

Barcode
CCGG

5 Tm 3'Tm Target Tm
54.3 54.3 74.8

Mus musculus cystic fibrosis transmembrane conductance regulator (Cftr), mRNA

NCBI Reference Sequence: NM_021050.2

https://www.ncbi.nlm.nih.gov/nuccore/NM_021050.2

Cftr_m_pr1_A1_SpIR

CAACCTCATCTGCAACTTTCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTCTATTACAGACTTGAGTC
Recognised mRNA Sequence

GAAAGTTGCAGATGAGGTTGGACTCAAGTCTGTAATAGAG 4073-4112
Barcode

TTTA

5 Tm 3'Tm Target Tm

56.35 54.3 75.83

Mus musculus cystic fibrosis transmembrane conductance regulator (Cftr), mRNA

NCBI Reference Sequence: NM_021050.2

https://www.ncbi.nlm.nih.gov/nuccore/NM_021050.2

Cftr_m_pr2_A1_SpIR

ATGCCGAGACGACTATTATAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTAGGAAGATGTAGGGTTGTA
Recognised mRNA Sequence

CTATAATAGTCGTCTCGGCATTACAACCCTACATCTTCCTAG

Barcode
TTTA

5 Tm 3'Tm Target Tm
57.43 57.43 76.95

3133-3174

Mus musculus cystic fibrosis transmembrane conductance regulator (Cftr), mRNA

NCBI Reference Sequence: NM_021050.2

https://www.ncbi.nlm.nih.gov/nuccore/NM_021050.2

Cftr_m pr3_A1_SpIR

TGTTCTCATCACTGGAATGTTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGAGATGACTGAAACTGACAT
Recognised mRNA Sequence

ACATTCCAGTGATGAGAACAATGTCAGTTTCAGTCATCTC 1397-1436
Barcode

TTTA

5 Tm 3'Tm Target Tm

54.3 54.3 74.8

Mus musculus achaete-scute family bHLH transcription factor 3 (Ascl3), mRNA

NCBI Reference Sequence: NM_020051.1

https://www.ncbi.nIm.nih.gov/nuccore/NM_020051.1

Ascl3_m_pr1_A1_SpIR

AGCTGATATATTTGATGGCAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTTACAAGAGAGACTGCAGGT
Recognised mRNA Sequence

CTGCCATCAAATATATCAGCTACCTGCAGTCTCTCTTGTAC 467-507
Barcode

ATTT

5Tm 3'Tm Target Tm

55.47 55.17 75.83

Mus musculus achaete-scute family bHLH transcription factor 3 (Ascl3), mRNA

NCBI Reference Sequence: NM_020051.1

https://www.ncbi.nIm.nih.gov/nuccore/NM_020051.1

Ascl3_m _pr2_A1_SpIR

CATGTGTATGAGAATGTACTGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTTACTGTTGTGTCCTCGAAAC
Recognised mRNA Sequence

CAGTACATTCTCATACACATGGTTTCGAGGACACAACAGTAC

Barcode
ATTT

5Tm 3'Tm Target Tm
55.47 56.35 75.9

626-667

Mus musculus achaete-scute family bHLH transcription factor 3 (Ascl3), mRNA

NCBI Reference Sequence: NM_020051.1

https://www.ncbi.nIm.nih.gov/nuccore/NM_020051.1

Ascl3_m_pr3_A1_SpIR

CTGTAGTTGGTGTAAGGCATTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTTAGGTGTAGTCACAGCGC
Recognised mRNA Sequence

CATGCCTTACACCAACTACAGGCGCTGTGACTACACCTAC 288-327
Barcode

ATTT

5Tm 3'Tm Target Tm

56.35 56.13 77.82

Mus musculus SRY (sex determining region Y)-box 9 (Sox9), mRNA
NCBI Reference Sequence: NM_011448.4
https://www.ncbi.nlm.nih.gov/nuccore/NM 011448.4

Sox9_m _pr1_A1_SpIR

AGCATTGGTGAGCTTTATCATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGGGAATAAACAGATAACATAG
Recognised mRNA Sequence

ATGATAAAGCTCACCAATGCTCTATGTTATCTGTTTATTCCC 2776-2817
Barcode

GACC

5 Tm 3'Tm Target Tm

54.3 53.52 73.9

Mus musculus SRY (sex determining region Y)-box 9 (Sox9), mRNA

NCBI Reference Sequence: NM_011448.4

https://www.ncbi.nlm.nih.gov/nuccore/NM 011448.4

Sox9_m_pr2_A1_SpIR

AGGTCTCAATGTTGGAGATGTCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTGTCAAACTCATTIGACGTCGA
Recognised mRNA Sequence

CATCTCCAACATTGAGACCTTCGACGTCAATGAGTTTGAC

Barcode
GACC

5 Tm 3'Tm Target Tm
56.35 56.35 76.85

1221-1260

Mus musculus keratin 5 (Krt5), mRNA

NCBI Reference Sequence: NM_027011.3

https://www.ncbi.nlm.nih.gov/nuccore/NM _027011.3

Krt5_ m pr1_A1_SpIR

CAACATCACAAACTCATTCTCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCAGCATCCACATCCTICTT
Recognised mRNA Sequence

GAGAATGAGTTTGTGATGTTGAAGAAGGATGTGGATGCTG 882-921

Barcode
ACAG

5 Tm 3'Tm Target Tm
55.47 55.17 75.83

Mus musculus keratin 5 (Krt5), mRNA

NCBI Reference Sequence: NM_027011.3

https://www.ncbi.nlm.nih.gov/nuccore/NM 027011.3

Krt5_ m pr2 A1 _SpIR

GTACTGTTCAAACAACGGATTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTIGTCTACGGAGGTTGTTAAT
Recognised mRNA Sequence

GATCCGTTGTTTGAACAGTACATTAACAACCTCCGTAGACAG

Barcode
ACAG

5 Tm 3'Tm Target Tm
54.3 54.3 74.8

723-764

Mus musculus keratin 5 (Krt5), mMRNA

NCBI Reference Sequence: NM_027011.3
https://www.ncbi.nlm.nih.gov/nuccore/NM 027011.3
Krt5 m_pr3_A1_SpIR

CTGACGTGCAACACAAATGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTACCAAAGAACATGTATAGGTG

Recognised mRNA Sequence

CATTTGTGTTGCACGTCAGCACCTATACATGTTCTTTGGTG 2033-2073
Barcode

ACAG

5 Tm 3'Tm Target Tm

55.17 55.47 75.83
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Mus musculus transformation related protein 63 (Trp63), transcript variant 3, mRNA

NCBI Reference Sequence: NM_001127261.1

https://www.ncbi.nlm.nih.gov/nuccore/NM_001127261.1

Trp63_m pr1_A1 _SpIR

TGGATTCCGTGTGTATTCTGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGTTTCTTGATGGAAGTCATC
Recognised mRNA Sequence

CAGAATACACACGGAATCCAGATGACTTCCATCAAGAAAC 1651-1690
Barcode

AGAA

5 Tm 3'Tm Target Tm

56.35 54.3 75.83

Mus musculus transformation related protein 63 (Trp63), transcript variant 3, mMRNA

NCBI Reference Sequence: NM_001127261.1

https://www.ncbi.nlm.nih.gov/nuccore/NM_001127261.1

Trp63_m pr2 A1 _SpIR

TACAGGACTGTTGTGAATTCATCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTCTGCTGTTACACATGAAATTG
Recognised mRNA Sequence

CACTGAATTCACAACAGTCCTGTACAATTTCATGTGTAACAGCAG 1413-1457
Barcode

AGAA

5'Tm 3'Tm Target Tm

55.47 55.47 75

Mus musculus transformation related protein 63 (Trp63), transcript variant 3, mMRNA

NCBI Reference Sequence: NM_001127261.1

https://www.ncbi.nlm.nih.gov/nuccore/NM_001127261.1

Trp63_m pr3_A1 SpIR

GTGGAATACGTCCAGGTGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGTACAGCTTCTTCAGTTCG
Recognised mRNA Sequence

CCACCTGGACGTATTCCACCGAACTGAAGAAGCTGTACTG 1094-1133
Barcode

AGAA

5 Tm 3'Tm Target Tm

56.13 55.17 77.79

Mus musculus secretoglobin, family 3A, member 1 (Scgb3a1), transcript variant 1, mMRNA

NCBI Reference Sequence: NM_054037.2

https://www.ncbi.nlm.nih.gov/nuccore/NM 054037.2

Scgb3al_m _pr1_A1_SpIR

GTGGCTTAATGGTAGGCTAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTATGAACCTCAGGATGGCCAA
Recognised mRNA Sequence

CTAGCCTACCATTAAGCCACTTGGCCATCCTGAGGTTCATC 215-255
Barcode

ACCT

5 Tm 3'Tm Target Tm

58,4 58,4 78,9

Mus musculus secretoglobin, family 3A, member 1 (Scgb3a1), transcript variant 1, mMRNA

NCBI Reference Sequence: NM_054037.2

https://www.ncbi.nlm.nih.gov/nuccore/NM 054037.2

Scgb3al_m_pr2_A1_SpIR

GGATCCCTCTATGAGAGGATTCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTGCTCGGTGACACACTTCCT
Recognised mRNA Sequence

GATCCTCTCATAGAGGGATCCAGGAAGTGTGTCACCGAGCTG 280-321
Barcode

ACCT

5Tm 3'Tm Target Tm

58,4 59,48 79,95

Mus musculus secretoglobin, family 3A, member 1 (Scgb3a1), transcript variant 1, mMRNA

NCBI Reference Sequence: NM_054037.2

https://www.ncbi.nlm.nih.gov/nuccore/NM 054037.2

Scgb3a1l_m_pr3_A1_SpIR

TTCATGGTAGAATGAGTCTCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTTAGAAAGGTGGTGGTAAGC
Recognised mRNA Sequence

GAGACTCATTCTACCATGAA GCTTACCACCACCTTTCTA

Barcode

ACCT

5 Tm 3'Tm Target Tm
54.3 55.17 75.75

Mus musculus BPI fold containing family B, member 1 (Bpifb1), transcript variant 1, mMRNA
NCBI Reference Sequence: NM_001012392.1

https://www.ncbi.nlm.nih.gov/nuccore/NM 001012392.1

Bpifb1_m_pr1_A1_SpIR

AGCATAAGCCGGTTGTCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTTACTGACGTTATTGAAGTTG
Recognised mRNA Sequence

GAAGACAACCGGCTTATGCTCAACTTCAATAACGTCAGTATT 1286-1327
Barcode

GACA

5 Tm 3'Tm Target Tm

52,37 52,25 74,47

Mus musculus BPI fold containing family B, member 1 (Bpifb1), transcript variant 1, mRNA
NCBI Reference Sequence: NM_001012392.1

https://www.ncbi.nlm.nih.gov/nuccore/NM 001012392.1

Bpifb1_m_pr2_A1_SpIR

CATCCATATGATGTATCTCATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGTTAGCAGAGGTGACCTT

Recognised mRNA Sequence

CTGAGATACATCATATGGATGAAGGTCACCTCTGCTAACATC 356-397
Barcode

GACA

5 Tm 3'Tm Target Tm

52,25 53,85 74,59

Mus musculus BPI fold containing family B, member 1 (Bpifb1), transcript variant 1, mMRNA

NCBI Reference Sequence: NM_001012392.1

https://www.ncbi.nlm.nih.gov/nuccore/NM 001012392.1

Bpifb1_m_pr3_A1_SpIR

GGTTCAACAGGATATTACTGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCAGCAGCTTGGCCTTCA

Recognised mRNA Sequence

CAGTAATATCCTGTTGAACCTGAAGGCCAAGCTGCTGGAC 838-877

Barcode
GACA

5 Tm 3'Tm Target Tm
54,3 54,79 76,69

Mus musculus leucine-rich repeat-containing G protein-

NCBI Reference Sequence: NM_001033409.3

https://www.ncbi.nlm.nih.gov/nuccore/NM_001033409.3

Padlock Probe 1

AGGCCTCTGTCAGAAGTATTTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTITTITICTCCTATGCAAATTTCCC
Recognised mRNA Sequence

Mus musculus leucine-rich repeat-containing G protein-
NCBI Reference Sequence: NM_001033409.3
https://www.ncbi.nlm.nih.gov/nuccore/NM _001033409.3
Padlock Probe 2

CACAGCATAGGTCAAGATTAATTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTTTTAACAGGAAGCACTTTGG

Recognised mRNA Sequence

ATTAATCTTGACCTATGCTGTGCCAAAGTGCTTCCTGTTAAA 3449-3490
Barcode

GGGG

5 Tm 3'Tm Target Tm

56.54 54.3 75

Mus musculus leucine-rich repeat-containing G protein-

NCBI Reference Sequence: NM_001033409.3

https://www.ncbi.nlm.nih.gov/nuccore/NM 001033409.3

Padlock Probe 3

TAAGATCCACATCTGAGAAAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTICTTTGCCTCAGAAGCTTCCAGAA

Recognised mRNA Sequence

CTTTCTCAGATGTGGATCTTATTCTGGAAGCTTCTGAGGC 2751-2790

Barcode
GGGG

5'Tm 3'Tm Target Tm
55.47 57.32 76.85

Mus musculus regenerating islet-derived 3 gamma (Reg3g), mRNA
NCBI Reference Sequence: NM_011260.2
https://www.ncbi.nlm.nih.gov/nuccore/NM 011260.2

Padlock Probe 2

ATTGGCCACTGTTACCACTGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCATGGAGCCCAATCCATACAT
Recognised mRNA Sequence

CAGTGGTAACAGTGGCCAAT ATGTATGGATTGGGCTCCATG 314-354
Barcode

AGCG

5Tm 3Tm Target Tm

58.4 59.38 78.9

Mus musculus regenerating islet-derived 3 gamma (Reg3g), mRNA
NCBI Reference Sequence: NM_011260.2
https://www.ncbi.nlm.nih.gov/nuccore/NM 011260.2

Padlock Probe 3

TCTCCACTTCAGAAATCCTTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTAACTCTAAGTTACAATAATICTC
Recognised mRNA Sequence

AGGATTTCTGAAGTGGAGA GAGAATTATTGTAACTTAGAGTT 488-529
Barcode

AGCG

5 Tm 3'Tm Target Tm

53.01 53.95 73.05

AATACTTCTGACAGAGGCCTGGGAAATTTGCATAGGAGAAAG 3241-3282
Barcode

GGGG

5 Tm 3'Tm Target Tm

56.35 55.47 75.9

Mus musculus regenerating islet-derived 3 gamma (Reg3g), mRNA

NCBI Reference Sequence: NM_011260.2

https://www.ncbi.nlm.nih.gov/nuccore/NM 011260.2

Padlock Probe 1

ATAGCAATAGGAGCCATAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTTTTAGATACACTAAACAAGGC
Recognised mRNA Sequence

CTATGGCTCCTATTGCTAT GCCTTGTTTAGTGTATCTAAA 170-209
Barcode

AGCG

5 Tm 3'Tm Target Tm

53.01 53.52 73.78

Mus musculus paired box 9 (Pax9), mRNA

NCBI Reference Sequence: NM_011041.3

https://www.ncbi.nlm.nih.gov/nuccore/NM 011041.3

Padlock Probe 1

CTCTGTTCATAACATTAACATATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTACACATTGCATGTCCTATAG
Recognised mRNA Sequence

TATGTTAATGTTATGAACAGAGCTATAGGACATGCAATGTGT 2818-2859
Barcode

AAAA

5 Tm 3'Tm Target Tm

52.81 54.3 73.05

Mus musculus paired box 9 (Pax9), mRNA

NCBI Reference Sequence: NM_011041.3
https://www.ncbi.nlm.nih.gov/nuccore/NM 011041.3
Padlock Probe 2

GAATAAATATACAGGTGTGGTTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTTCGAAAGTTCAGGTTGATTTA

Recognised mRNA Sequence

ACCACACCTGTATATTTATTCTAAATCAACCTGAACTTTCGA 1754-1795
Barcode

AAAA

5 Tm 3'Tm Target Tm

53.52 53.52 73.05

Mus musculus paired box 9 (Pax9), mRNA

NCBI Reference Sequence: NM_011041.3

https://www.ncbi.nlm.nih.gov/nuccore/NM 011041.3

Padlock Probe 3

GAGAGGAGCGAGAATGAAATCCTCTATGATTACTGACTGCGTCTATITAGTGGAGCC CTATCTTCTTTATTATCAATTAGAGACCTGGA

Recognised mRNA Sequence

TTTCATTCTCGCTCCTCTCTCCAGGTCTCTAATTGATAAT 3780-3829

Barcode
AAAA

5 Tm 3'Tm Target Tm
55.17 53.52 74.8

Mus musculus mucin 5, subtype B, tracheobronchial (Muc5b), mRNA

NCBI Reference Sequence: NM_028801.2

https://www.ncbi.nlm.nih.gov/nuccore/NM_028801.2

Padlock Probe 1

ACACGTATATTGTAGTTAAAGCTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTTATAGTCATCACAGCAAAGC
Recognised mRNA Sequence

GCTTTAACTACAATATACGTGT GCTTTGCTGTGATGACTATA

Barcode

CTAG

5Tm 3'Tm Target Tm
54.68 54.3 74.02

11156-11197

Mus musculus mucin 5, subtype B, tracheobronchial (Muc5b), mRNA

NCBI Reference Sequence: NM_028801.2

https://www.ncbi.nlm.nih.gov/nuccore/NM_028801.2

Padlock Probe 2

CTGGTAGGGTAGATGTCATGTCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTGTAGTAGCATTAGTCACAGTTA
Recognised mRNA Sequence

CATGACATCTACCCTACCAGTAACTGTGACTAATGCTACTAC 10839-10880
Barcode

CTAG

5Tm 3'Tm Target Tm

58.4 56.54 76.95

Mus musculus mucin 5, subtype B, tracheobronchial (Muc5b), mRNA

NCBI Reference Sequence: NM_028801.2

https://www.ncbi.nlm.nih.gov/nuccore/NM_028801.2

Padlock Probe 3

TCTGCTGTTTGAAGTGAATGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGACATAGAAGTTGAAGTGAG
Recognised mRNA Sequence

CATTCACTTCAAACAGCAGACTCACTTCAACTTCTATGTC 4532-4571
Barcode

CTAG

5 Tm 3'Tm Target Tm

54.3 54.3 74.8

Mus musculus trefoil factor 2 (spasmolytic protein 1) (Tff2), mMRNA

NCBI Reference Sequence: NM_009363.3

https://www.ncbi.nIm.nih.gov/nuccore/NM_009363.3

Padlock Probe 1

CAGGGCACTTCAAAGATCAGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCAGACTGTGGGAAGAAACAC
Recognised mRNA Sequence

CTGATCTTTGAAGTGCCCTGGTGTTTCTTCCCACAGTCTG

Barcode
TGTC

5Tm 3'Tm Target Tm
58.4 58.4 78.9

365-404

Mus musculus trefoil factor 2 (spasmolytic protein 1) (Tff2), mMRNA

NCBI Reference Sequence: NM_009363.3

https://www.ncbi.nlm.nih.gov/nuccore/NM_009363.3

Padlock Probe 2

AAGATCAAAGCACTGCTCACTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTAGAGTCAAAGCAGCATCC
Recognised mRNA Sequence

GTGAGCAGTGCTTTGATCTTGGATGCTGCTTTGACTCTAG 180-219
Barcode

TGTC

5Tm 3'Tm Target Tm

56.35 58.4 77.88

Mus musculus trefoil factor 2 (spasmolytic protein 1) (Tff2), mMRNA

NCBI Reference Sequence: NM_009363.3

https://www.ncbi.nlm.nih.gov/nuccore/NM_009363.3

Padlock Probe 3

TTGAAACTTTCTTCTGGCTTGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCAGAGATTGATGAAGTCTGG
Recognised mRNA Sequence

CAAGCCAGAAGAAAGTTTCAACCAGACTTCATCAATCTCTG 463-503
Barcode

TGTC

5Tm 3'Tm Target Tm

55.47 56.35 75.9

Mus musculus sine oculis-related homeobox 1 (Six1), mMRNA
NCBI Reference Sequence: NM_009189.3
https://www.ncbi.nlm.nih.gov/nuccore/NM_009189.3

Padlock Probe 1
TTGGAGGAGGAGTTATTGTTTTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTITGAGAGAGTTIGATICTGCTTG

Recognised mRNA Sequence
AAACAATAACTCCTCCTCCAACAAGCAGAATCAACTCTCTC

Barcode
CCCcC

5 Tm 3'Tm Target Tm
55.47 56.35 75.9

859-899

Mus musculus sine oculis-related homeobox 1 (Six1), mMRNA

NCBI Reference Sequence: NM_009189.3
https://www.ncbi.nlm.nih.gov/nuccore/NM 009189.3
Padlock Probe 2

TAGCCACTATTCTCTCTGTTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTITTICTTTCGTCATATCATTAACC

Recognised mRNA Sequence

ACAGAGAGAATAGTGGCTAGGTTAATGATAT GACGAAAGAAA 2292-2333
Barcode

CCcCC

5Tm 3'Tm Target Tm

53.01 55.73 74.02

Mus musculus sine oculis-related homeobox 1 (Six1), mMRNA

NCBI Reference Sequence: NM_009189.3
https://www.ncbi.nlm.nih.gov/nuccore/NM 009189.3
Padlock Probe 3

GAGAGGAGGGAGAGGATGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGAAATGCAAGGGTATTAAGAGTTG
Recognised mRNA Sequence

CATCCTCTCCCTCCTCTCCAACTCTTAATACCCTTGCATTTC 1331-1372
Barcode

CCcCC

5Tm 3'Tm Target Tm

58.4 60.11 78.9

Mus musculus transcription factor CP2-like 1 (Tfcp2l1), mMRNA

NCBI Reference Sequence: NM_023755.2

https://www.ncbi.nlm.nih.gov/nuccore/NM 023755.2

Padlock Probe 1

TTGTCAGAGTATCTTATCACTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTICTTTCTTTCTITATCAAGTTGCCT
Recognised mRNA Sequence

GTGATAAGATACTCTGACAA AGGCAACTTGATAAAGAAAG

Barcode
GCAA

5Tm 3'Tm Target Tm
52.25 52.25 72.75

2170-2209

Mus musculus transcription factor CP2-like 1 (Tfcp2l1), mMRNA

NCBI Reference Sequence: NM_023755.2

https://www.ncbi.nlm.nih.gov/nuccore/NM 023755.2

Padlock Probe 2

AAGTCTACCATAGCTACTGTCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTIGGGCATAATAAAGATGAATT

Recognised mRNA Sequence

CAGTAGCTATGGTAGACTT AATTCATCTTTATTATGCCCA 3134-3175

Barcode
GCAA

5Tm 3'Tm Target Tm
53.01 51.57 72.75

Mus musculus transcription factor CP2-like 1 (Tfcp2l1), mRNA

NCBI Reference Sequence: NM_023755.2

https://www.ncbi.nlm.nih.gov/nuccore/NM 023755.2

Padlock Probe 3

CAACTAAACTTTAATCATGTTTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGAGCAGAACTCATTGTAA

Recognised mRNA Sequence

AACATGATTAAAGTTTAGTTG TTACAATGAGTTCTGCTC 4578-4616

Barcode
GCAA

5 Tm 3'Tm Target Tm
49.62 49.29 70.49

Homo sapiens SRY-box 2 (SOX2), mRNA

NCBI Reference Sequence: NM_003106.4

https://www.ncbi.nlm.nih.gov/nuccore/NM 003106.4

SOX2_h_pr1_A1_SpIR

AAAGAGGCAGCAAACTACTTTTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTTTCTCTCAGTCCTAGTCTT
Recognised mRNA Sequence

GAAAGTAGTTTGCTGCCTCTTTAAGACTAGGACTGAGAGAAAG

Barcode
ACTG

5Tm 3'Tm Target Tm
55.47 57.43 75.97

77-119

Homo sapiens SRY-box 2 (SOX2), mRNA

NCBI Reference Sequence: NM_003106.4

https://www.ncbi.nlm.nih.gov/nuccore/NM 003106.4

SOX2_h_pr1_A1_SpIR

AGATCTATACAAGGTCCATTCTCCTCTATGATTACTGACTGCGTCTATITAGTGGAGCC CTATCTTCTTTTTCGTAGCTTTCTTTCCTCC
Recognised mRNA Sequence

GAATGGACCTTGTATAGATCTGGAGGAAAGAAAGCTACGAAA 1696-1737
Barcode

ACTG

5Tm 3'Tm Target Tm

55.47 56.35 75.9

Homo sapiens SRY-box 2 (SOX2), mRNA

NCBI Reference Sequence: NM_003106.4

https://www.ncbi.nlm.nih.gov/nuccore/NM 003106.4

SOX2_h_pr1_A1_SpIR

CTCTAAATATTATTGGTAAAGACTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCGTCGCTTGGAGACTAG
Recognised mRNA Sequence

GTCTTTACCAATAATATTTAGAGCTAGTCTCCAAGCGACG 1792-1831
Barcode

ACTG

5 Tm 3'Tm Target Tm

53.95 54.79 74.8

Homo sapiens SRY-box 9 (SOX9), mRNA

NCBI Reference Sequence: NM_000346.4

https://www.ncbi.nlm.nih.gov/nuccore/NM 000346.4

SOX9_h_pr1_A1_SpIR

TGTCAGTGGGCTGATCCTCCTCTATGATTACTGACTGCGTCTATTITAGTGGAGCC CTATCTTCTTTAGCAGTAATTAAGATTAAGGTC
Recognised mRNA Sequence

GGATCAGCCCACTGACAGACCTTAATCTTAATTACTGCTG

Barcode
GACC

5Tm 3'Tm Target Tm
54.79 54.68 75.75

3518-3557

Homo sapiens SRY-box 9 (SOX9), mRNA

NCBI Reference Sequence: NM_000346.4

https://www.ncbi.nlm.nih.gov/nuccore/NM 000346.4

SOX9_h_pr2_A1_SpIR

CATGTTTGTGTCTTGGAAATTTGTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTGTAATGCGCTTGGATAGGT

Recognised mRNA Sequence

CAAATTTCCAAGACACAAACATGACCTATCCAAGCGCATTAC 2079-2120

Barcode
GACC

5Tm 3'Tm Target Tm
57.51 55.17 75.97

Homo sapiens SRY-box 9 (SOX9), mRNA

NCBI Reference Sequence: NM_000346.4
https://www.ncbi.nlm.nih.gov/nuccore/NM 000346.4
SOX9_h_pr3_A1_SpIR

TTGCTCTGAAGAGGGTTTAAATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTCTCCATCATCCTCCACGC

Recognised mRNA Sequence

TTTAAACCCTCTTCAGAGCAAGCGTGGAGGATGATGGAGAATC 2194-2236
Barcode

GACC

5Tm 3'Tm Target Tm

55.47 58.4 77.85

Homo sapiens achaete-scute family bHLH transcription factor 1 (ASCL1), mRNA

NCBI Reference Sequence: NM_004316.4

https://www.ncbi.nlm.nih.gov/nuccore/NM_004316.4

ASCL1_h pr1_A1_SpIR

TAAGACACATTGGTGCTGATCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTACATTAACAACATTTCTATAAAG
Recognised mRNA Sequence

TCAGCACCAATGTGTCTTACTTTATAGAAATGTTGTTAATGT

Barcode
TTGG

5Tm 3'Tm Target Tm
53.01 52.16 72.07

2216-2257

Homo sapiens achaete-scute family bHLH transcription factor 1 (ASCL1), mRNA

NCBI Reference Sequence: NM_004316.4

https://www.ncbi.nlm.nih.gov/nuccore/NM_004316.4

ASCL1_h_pr2_A1_SpIR

AAACCAATGTCTACAGCTTATTCCTCTATGATTACTGACTGCGTCTATTTAGTGGAGCC CTATCTTCTTTAGAATAGCATAGTTTCACTGT
Recognised mRNA Sequence

ATAAGCTGTAGACATTGGTTTACAGTGAAACTATGCTATTCT 1791-1832
Barcode

TTGG

5Tm 3'Tm Target Tm

53.52 53.52 73.05
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