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SINEs 1,782 417,703 0.24 302 39,329 0.02 141,412 22,878,564 5.1

LINEs 3,757 1,090,984 0.62 620 358,546 0.2 194,661 73,753,688 16.44

LTR elements 26,920 19,739,935 11.2 7,013 6,657,444 3.67 15,426 7,627,147 1.7

DNA elements 10,385 2,522,989 1.43 13,404 7,018,807 3.87 198,123 44,983,912 10.03

Unclassified 144,217 45,725,301 25.95 63,394 20,346,404 11.23 266,144 61,039,089 13.61

Total interspersed repeats 187,061 69,496,912 39.44 84,733 34,420,530 18.99 815,766 210,282,400 46.88

Small RNA 541 88,024 0.05 419 64,421 0.04 184,120 27,607,121 6.15

Satellites 1,184 378,733 0.21 24 4,793 0 33,767 6,632,510 1.48

Simple repeats 1,092 232,367 0.13 1,344 471,500 0.26 2,407 386,405 0.09

Low complexity 0 0 0 247 52,179 0.03 0 0 0

Total repeats 189,878 70,196,036 39.83 86,520 34,961,244 19.29 1,036,060 244,908,436 54.60

Strigamia maritima Helicorthomorpha holstii Trigoniulus corallinus


