S3 Table. Visually scored sleep variables

	
	HtMa-hom (n = 71)
	HtMi carriers (n = 52)
	‘Genotype’
	‘Condition’
	‘Genotype’ x ‘Condition’

	
	Baseline
	Recovery
	Baseline
	Recovery
	F1,121 
	P
	F1,121
	P
	F1,121
	P

	Sleep efficiency (%)
	94.0  0.4
	97.5  0.2
	94.1  0.5
	97.8  0.2
	0.3 
	0.59
	131.0
	<0.0001
	0.1
	0.75

	Sleep latency (min)
	14.7  1.3
	3.5  0.3
	14.8  1.6
	3.4  0.6
	0
	0.97
	119.4
	<0.0001
	0.01
	0.92

	REM sleep latency (min)
	76.0  3.5
	81.3  4.9
	68.5  2.9
	71.0  3.9
	4.3
	0.04
	1.1
	0.31
	0.2
	0.71

	Stage N1 (min)
	30.9  2.0
	14.8  1.2
	26.9  1.9
	12.1  1.5
	2.3
	0.13
	218.4
	<0.0001
	0.4
	0.55

	Stage N2 (min)
	215.7  4.1
	201.6  4.8
	219.9  5.2
	207.3  5.6
	0.6
	0.45
	25.9
	<0.0001
	0.08
	0.77

	Stage N3 (min)
	95.3  4.1
	149.2  4.9
	101.4  5.5
	151.2  5.7
	0.3
	0.56
	687.1
	<0.0001
	1.1
	0.29

	NREM sleep (min)
	316.4  3.5
	352.8  3.1
	323.6  3.2
	359.2  3.8
	2.5 
	0.11
	204.5
	<0.0001
	0.02
	0.89

	REM sleep (min)
	109.0  2.8
	101.9  3.1
	103.0  2.7
	99.0  3.6
	1.4
	0.25
	6.27
	0.014
	0.5
	0.49

	TST (min)
	450.9  2.0
	467.5  1.0
	451.3  2.3
	469.6  0.8
	0.5
	0.50
	126.5
	<0.0001
	0.3
	0.59

	MT (min)
	6.7  0.6
	6.7  0.6
	6.5  0.6
	5.8  0.6
	0.5
	0.49
	1.7
	0.20
	1.4
	0.25

	WASO (min)
	7.0  1.2
	1.1  0.3
	5.9  1.5
	1.2  0.4
	0.3
	0.61
	35.0
	<0.0001
	0.4
	0.52

	TIB (min)
	479.7  0
	479.4  0.6
	479.6  0.1
	480  0
	0.5
	0.47
	0.01
	0.92
	1.0
	0.32
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