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Supporting Information: Figures S3 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Figure S3. Localized levels of admixture (fd) across all 21 chromosomes.  Blue points represent fd 

values for 100kb windows.  fd was measured between H. melpomene rosina and H. cydno chioneus 
individuals. 
 

 


