Vibrio species Domains | Primers
RCD Forward | ACAAACAACATATGATGCAGCAACGCCAAG
(1-480) | Reverse | AAGAGACTCGAGTTAATCCATCTCCCTAGCAC
. Forward | ACAAACAACATATGATGCAGCAACGCCAAG
(1-387)
V. angustum Reverse | AAACTTCTCGAGAATAGGTGGCGGAACC
- Forward | AGGCACGCCATATGGGATTTATTGGTAATAG
(141-480) | peverse | AAGAGACTCGAGTTAATCCATCTCCCTAGCAC
c Forward | AGGCACGCCATATGGGATTTATTGGTAATAG
(141-387) | Reverse | AMACTTCTCGAGAATAGGTGGCGGAACC
RCD Forward | GCCGACCCATATGCAACATAATCAATCTTTGC
(1-469) | Reverse | GGCACTCGAGCCGTTCCTTCTCTTTTTC
. Forward | GCCGACCCATATGCAACATAATCAATCTTTGC
(1-391)
V. cholerae Reverse | CAATCTCGAGATTAAGAGGAGGAGGCAGCAT
- Forward | CGTAATCCATGGGTAGCAGTCAAACCATGC
(148-469) | peverse | GCGTCCTCGAGCGTTCCTTCTCTTTTTCTT
c Forward | CGTAATCCATGGGTAGCAGTCAAACCATGC
(148-391) | Reverse | AATTACTCGAGCCAAGAGGAGGAGGCAGCAT
corwerd | AAAAAAAACATATGATGCAACAAATAACGACA
RCD ACG
(1-466)
Reverse | TTTCATTCGCTCGAGTTATGCTTTC
AAAAAAAACATATGATGCAACAAATAACGACA
Forward
RC ACG
(1-391)
V. vulnificus Reverse | AATAACTCGAGCAAAGGAGGCGGC
cD Forward | AAGTGATACATATGGGCTTTATCGGCAG
(145-466) | poverse | TTTCATTCGCTCGAGTTATGCTTTC
C Forward | AAGTGATACATATGGGCTTTATCGGCAG
(145-391)

Reverse

AATAACTCGAGCAAAGGAGGCGGC




AAAAAAAACATATGATGCAACAAATAACGACA

R + linker | Torward | Acq
(1-144) TTTCATTCGCTCGAGTTATTGATAATTTTGGCT
Reverse Gce
AAAAAAAACATATGATGCAACAAATAACGACA
Forward
R ACG
(1-128) | peverse | TTTCATTCGCTCGAGTTACGCTTTGCGGATAG
RCD Forward | CCCGCCCGCATATGATGATACAAAAAAAAT
(1-476) | Reverse | CGCTGTCTACTCGAGTTATCTTTCATTC
. Forward | CCCGCCCGCATATGATGATACAAAAAAAAT
V. fischer (1-389) | Reverse | ATTGATCTCGAGTAATGGAGGAGGC
- Forward | GGGTGGGTCATATGGGATTTATTGG
(143-476) | Reverse | CGCTGTCTACTCGAGTTATCTTTCATTC
TCTTTCTTCATATGGGTTTTATCGGCAGCAGT
C Forward C
(146-393) | poverse | TAACAACTCGAGTAGCGGTGGCGGTAAC
~CD Forward | TCTCTCTCATATGATGCAACCTGACTTTTC
(1-469) | Reverse | TTTCTTCTCGAGCTATGAGTTCTCTCTACTG
. Forward | TCTCTCTCATATGATGCAACCTGACTTTTC
_ (1-392) | Reverse | TAACAACTCGAGTAGCGGTGGCGGTAAC
V. anguillarum
TCTTTCTTCATATGGGTTTTATCGGCAGCAGT
Forward
CD C
(146-469) | poverse | TTTCTTCTCGAGCTATGAGTTCTCTCTACTG
TCTTTCTTCATATGGGTTTTATCGGCAGCAGT
C Forward C
(146-392) | poverse | TAACAACTCGAGTAGCGGTGGCGGTAAC
corward | AAAAAAAACATATGATGCAACAAAAAACTGAA
RCD GGCC
(1-467)
Reverse | ACAGTCCTCGAGTTACACCTTC
AAAAAAAACATATGATGCAACAAAAAACTGAA
V. RC Forward GGCC
parahaemolyticus (1-392)
Reverse | TTATTTCTCGAGCAGCGGCGGTG
- Forward | TGGCTAGGCATATGGGTTTTATCGG
(146-467)

Reverse

ACAGTCCTCGAGTTACACCTTC




C
(146-392)

Forward

TGGCTAGGCATATGGGTTTTATCGG

Reverse

TTATTTCTCGAGCAGCGGCGGTG




