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Figure S1: Comparison of the PR curve transfrags from Clark et al. (ENCODE) and van 
Bakel et al. data [1]. The dramatic difference in shape holds even for strict overlap 
criteria, requiring that any transfrag overlaps an exon with at least 50% of its length to 
prevent random overlaps. At very low probe thresholds (1 bp overlap), transfrags 
increase in length resulting in fewer positive calls under the 50% overlap rule. 
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