Fig. S1. Expression of AQNR1 (A-E) and AqQNR2 (F-J) during sponge development.

In situ hybridization was performed as previously described (Larroux et al 2006). AQNR1
transcripts are detected in a small subset of cells of the outer layer after gastrulation
(black arrowheads in A and B) as well as in the outermost region of the embryo and in the
maternal follicle cells. When the pigment spot is forming, a strong expression domain
appears inside the ring (empty arrowhead in B). Once the ring is formed, this domain
appears to shift to the basal region of large cells that form the outer layer of the posterior
pole (empty arrowhead in C). At this stage, expression persists in the follicle layer expres-
sion. AQNR1 is expressed in the columnar epithelial layer of the elongated embryo before
it hatches (D), as in the larva (E; Larroux et al 2006). AqQNR1 transcripts are also detected
in the basal region of cells associated with the pigment ring (empty arrowheads in E). In
contrast, AQNR2 expression appears to be relatively ubiquitous during development (F-J),
with the exception of the developing sub-epithelial layer and the basal region of the
posterior cells (empty arrowheads in H and I).
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