3 selected bases on forvard strand: 1467360, 1467342 (codan 351 in festure PTL7X 1337400)
Entry: | (] PyL7H 13 v2.2mbl
et 125720 1457251

467211 1867231 1457351 1457371 ey 1457411 145743 1267251 1457
ATTTTAAMGAGGCAAKT ARAAT MEMMGY‘ .nock TAT GAGGCA AT TACARAGATTTTCOCARTTTAAT AAAAGTTATTTT AGTGAAGARACTT GT AGAGAT TTCTTTAATGATC
17X1.1 e e e SUGCATRIAATICITIARTGATC
-1pP AT TCAGT T ACART AT T ARG AT 44T AAATAATAAATGTACT AMGAAAUGTARTATTCCACAGAAAGTKTATET ATTAATAKTOR AT TGS AT AT O
ATCTAATGOGATACHTTATTAC) mw'rrcoo 4T ARG AT TTT AT GRMGAAACTTGTACAGAT ARACCAT ATARTTCTITRATOATC
O A AAATO T AT AR ACAT AT GGG AT AT A BT ST AT AT T AT SR ACATT AT TACARAGH AGAGAT ARAGCAT ATARTTCTITRATOATE
ca.Amru:rcruumr'rmmvmnmrmrrnmmv—rrm. T HCAGT ARG
TAGKT GCGTATARTACATATGACGEATCCAT AACTGT AAAT AAATCT LART GUCAT ACATTATT ACMAMGATTTTC HCAGAT ARAGCATATARTTCTITARTCATC
e AT A Acasa AP eis BCAASCTTET ASAGAT AAACEAT ATARTTCTTTAATCATE
T T AT AT CCA AT AT T AT AT AT AT AT TAT 0 AT, AT AT TIT AT GAMASACTT GTAGAGAT ARACCAT ATAATT CTTTARTUATE
(GO AAAT LAAAT AAATAATALAT GT ACTAMAAAMGTARTAT AT OCACAGARAGT ATATOT AT TAATAATGAATGT AR AR ATCCOTATAATACAT AT AT T AT GAMGARACTTGT AGAGAT ARACC ATATARTT CITTARTGATC
mmvmmrwm@mvAmurmammwwmmmurcmqamm- arTAT TR T e G A ATATAATT CTTTARTGATC
AT AT T ACAA T AT T AT AT AT 84T BT T AT AR T AT AT ATOCACAGARAGT ATATTATTAATAATOA ATOAT AT GTAAAT AT AT AT ACAT AT TACAAASATT L Gracacs
TAGAGRATOCATTC ASGALTTE A0 G ACAAT AT TTTAAASACOC AT AAALT AUATAATAMAT CT ACTARAAANTTARTAT ATCEAC Acacan
sl Z L4672 167290 o 767531 575 45737 5730 1457 51
A AGRATHGATTCAGATTCRGTOTAATATT T TAL At ataarar H x ATTATT Ak RasAGTTATTIT i TasTiaTe
AT AT AR AR CAAT O A AAATaL AT AT A AL ATCUET TG A4 AATCT AR Ok ThCATTATTACMAAGATTITCOCK i
CcuUC351Y AT G T AT T AT AMATCTALATGUGATALAT AT TACARAGA T TG ARTTTART ARAGTTATTTTACTCAACARACTT GTAGAGATAAG: aTe
AT TAT A TACAT AT G AT RAGTGT AR A4 ATCT AR TGOSATACAT AT TACARAGKTTTTCCAATTT AT AMARGTTATTTTATCR ST rroTr AT oATE
AT T AT AT T A MG TTTC ATTART G ATTTT AT ShacasaCTT T AGa T 28
ARG T ATAATACAT AT GO ATGOAT AT GT AAAT MATCT ARATGUSAT A AT TAT TACARAGATTTTEGEAITTTART AAMAGTTATTTTAGTS STAGACAT AMAGCATATARTT CITTAATOATE
TAGKGAATGOATTCAAGAATTCAGTGT ACAATATTTTARAGAGGARAT AAMT ARATAATARKT Am‘r»unmuu-:w«rﬂc‘urununcurqunurc.cg;quuuruL.mB(Nm,Aru‘:lr.ruuNurﬂuJomau m;rv—rm@mum-vmwu“m::mmrrccrm ATEATE
AT AAAAT AAATAATARAT GT ACTANGAAAAGT AATAT ATCACAGAAGT ATATUT ATTARTARTCARTGT AAARATOCTATAATACAT ATCAGG: TG AT AT CAACAAACTTCTACAGAT ALACEATATARTTCITTAATOATC
AT AT CT AL TOOGATAC AT TAT TACARAGH AT 4T AAAAGTT ATT T AT GAAGARACTTGT AGRCAT ARAG TTCTTARTGATE
AATGCGTATATACAT AT GAGLA T GCAT AT AAATAAATCF AR HSoh ACAT AT ACARAGA 1T oA T AT AAARGTTAT T T CITTAATG
BTG AT AT T T ARG GGCART AR AT AAATAXTAAKT T ACT AAGAARAGT AT ATATOCACAGARAGT ATTGTATTARTANTGAAT GTARARA NARACTTSTAGAGAT AMAGCATATARTT CTTTAAT AT
TAGAGAATOGATTCAAGALTTC AT GTACKAT ATTTTARAGHGE AMAT AAAAT ADATAATRAAT
T oot
711 155721 1357251 s TaE7zEL TaG7aIL T35 57551 s a5
e Tﬁﬁﬁiﬁm TY.‘XETHEH'T HEH‘“‘T‘T[E‘I‘{T Etbe bl B e H““““‘ “ Q‘Tﬁ‘&'E
17XNL TTTTAAAGAGGE AAAT AT AAATAATAAATOT ACTRACAARHGTARTATATOCACAGARAGT ATATGT AT TAATATGAATOTARARATGEGTGTAATA uuw,mw-ummMmmuwumm-mumw TEE T T MO TG AT TS
CAMGARACTTG AGAGAT ARMGCATATARTTCITTAATOATC
GOCAAAT AT A TAATAAAT GTACTAGAAANGT AT ATATOCACAGAAAGT ATATGT AT ARARATGE AT AT AT AT AR ACTT T ACACAT ARG AT ATAATTCTTARTEATC
AT AT A AT CT AR GATCATTAT ThCnAGATTT R T T AR ARG AT AT CRAARACTI G Aol KA Gar
CAAGAATTCAGTGTACAATATTT ACTAMGAARAAT AATAT ATATGTATTANTAATGR AT AT T AT AT T AT GG AT AT T ACARAGATTTTC O AR TTART ALAAGTTATTTTAGTCAACABACTT GT RGAGAT AAAG. TagTOATE
AT AT T A AT A T AT A AT T AAT MG AT TS s CEraRsCaTATATT T AT AT
COCATGURT ANGTGT AAAT AAATCTAKATGLAGHTALATTATTACAAAG T TEGCA ACTCAMGARACTTGT 4G CTTTAATG
AT ABART AT AATAARTGTACT ANGAARNGT A4TATATCCACAGAAAGT ATATGT ATTARTAKTGAAT G MARATGLGTBTARTACATATGR s A ARG A T AT AR KT AGRGAT AARCCATATAXTTCTTTART A C
AT AT AT AT AT T A TGO AT AT TACAGHTT T T AT MACTT AT T AT
TAGAGAATGOATTCALGALTTCAGT TTAC RATATTT T TACTANGAAAMGTARTATATCCAC AT AT GT AT ALAT CT AT GUSATREATTATTACAAAGATITT CTTATTITACTCANAMACTT STAGAGATANAG: a7
TG CA T AT G )MArmnmwmuru.\«rmmmnrrfmm AT AT T AT AT GAATGTAAARAT G TGTARTACATAT GAGEATGOAT AAGTTAAATAAATC TAAATGOATACATTATTACAAAGAT | COeAnT T A T R s crrraanBTE

TTERAGAATTC) AT LAART AAAT SATAAAT GT ACT ARGAAANGT AATAT AT

QAT AMAAGTT ATTTT ALTOARGAACTT 6T AOAGAT AARGCAT ATAATT CTTTATUATC

0 a7 T TeTET T VD] T 7 T T
T AT AATRATAANTGTACT AATATATCCACA Aiarrs T AT T AT T AT AT AT T ARAACTTSTAGAGAT A AT FTAATICTITAATIATE

e T T e e b et
TTCARGARTTCAGTGT A Jﬂl BAAGAGGEAAAT LAAAT AAATAAT AAATGT ACT AAGAARAGT A ATCCACAGARMGT ATATGTATTANTANT GAATGT ARRART G [BATACAT AT GAGGCATGGAT AAS CTARRTGGGATACATTATTAL GTAGAGAT ARAGCATATARTTCTTTAATGATC
Cu T T e R T S A A Aanaar AMGAMACTTATAAGAT AARGEATRTAATT CTTTARTURTC
ey T AT AT A A AT AT AL AT TR L AL A ACA A A oA AT A T BT B rreccrmramaernrrmacr MR A A T A AT
oo T BT C G AT EE T S
T e A AT R E T AT AT TGN TALATTATTACAAAGTT T CCCANTTT AT AMGTTATTTTACTCANGAMCTT T KA AR ATAATT AT AT
TACAGATOCATT A A AT O AR AT ARRCACC AN Aot a4 TAARTOTACT T T T e e e T e
e M A A s sommimirecscumormrorsrra BT TACATAT G35 ATOAT AT AT AAAT TAUAT GO TACAT T A S TE T AT AT AL AT T AT CAAnE T
CAAGARTTCAGTGY ACAAT ATTTTAAAGAGGERAT AAKAT AAAT AT AAATGT ACTAMGAAAAGT AXTAT ATCCACAGARAGT AT/ cm'un CARAGAT G AATTT AAT ALAAGTT AT AGTGAAGARACTTGT AGAGAT ARAGCAT ATAATT! AATGATC
TWJA‘UW“’AMM“’WU‘ ChATAT nAnadz-G\ninru.\mrunn.w _VMGMIM'U&T#YWOC&UGUWA I""UY'UI'HI UUWUlUWU'ﬂﬂl"ICﬂTMUHUUC;-V»GHTMG"T"AAT;‘-UICTMN ATATAATTCTTTAATGATC
L S e R R ARATTTET ARG A AT A AT
s AT R R B RS SRR s erusmsssmormmumsresurmumaers T T T
e T T AT TR T T T AT T s rrrrasrouncamserranscacar s ATAART CHTARTGATE

LENGFKNSYYNILKRGIKSIINYLREKENYNIYPQKNYYVLIMNYEKHRYIHNRHGESV S INLNGIHYYKDFRNLIKYILYKKLYVELKHIILGS®S

Y O T o O Y T Y X S U N R B S Y

TCAAGAAT o TATTACARAGATTTTCOCARTTTS T TAATGAT
4220 167240 1467260 1487260 L300 sz Lagraas Juasr360 1467300 1467400 Juasrazs Ju4eraan |Lag7as0
TTATTTTATTTATTATTTACATGATTCTTTTECAT TGTTTCTAMRMGOSTTARKTTATT T

N B T Vi S N 2 L L LT Y S L VT 5TV 2 O L5 L S 1 S S K T
S L T L v e S e T T T O O vl T G 0 W 2 OO 0 20 A R T o P S B e GO S L U S B )

4+ LI SELI*HVINELPLYFLYYIY+SEYYIWLEYIY#YHIYEHTYYMHPMNSLHLYTI+IPYMIVFEIKATI®TYTENNEZHLEKYLYLMYNKLSHR

3 selacted bases on farvard strand: 1467340 1467342 (codon 381 in featura PYLTH_1337408)
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Figure S2. Expression of Pyebl alleles in both wild type (WT) and transfected strains. mRNA
from the parental WT strains CU and 17X1.1pp, as well the CU strain transfected with the
17X1.1pp allele (CU C351Y) and the 17XNL strain (which also carries a C at position 351) was
sequenced by strand-specific RNA sequencing. Reads were visualized on the genome using the
Artemis software. (A) Each strain displays the expected allele at position 351 (highlighted in red) of
the Pyebl gene. (B) The pyebl gene is expressed in all samples, including the transfected CU strain
(CU C351Y).



