
Function Family Number of genes in 
A.thaliana  

Number of genes in 
O.sativa  

Number of genes in 
M.oryzae  

Number of gene in 
S.cerevisiae  

Biosynthesis 

IPT 71,2,3  811,12 not found not found 
tRNA-IPT 2 4,5 211 1b  1c  

LOG 96 1111 1b 1c  
CYP735A 27 211 difficult to identify  2c   

AK 28 (3 TAIR) 4a  1b    1c  

Degradation CKX 79 1111 
a lot of enzymes with a putative oxidase 
activity were found but their role in CKs 

metabolism is still unclear in fungi 

Transduction 
signaling 

HKs and related 
proteins 1610 1413 1014, 15, 16 118,c  

HPts 610 513 1b 118, 19c  
RR-A 1110 2213; 1011  117, b 118, 20,c  
RR-B 1210 713; 1311 117, b 120,c  
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